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<160> 182 
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<210> 1 

<211> 609 

<212> DNA 

<213> Homo sapien 

<400> 1 

cagccaaggg caggaataga agcaggcacc agctcgagct gtgcgaattc agaggaagga 
gaccgaatcc agcctgggca caggagggaa agcgtcctgg aggcagctgg tccccaggtg 
gcccttaagg ataaagaaaa gttagcttgg tgaagggctg aggaaggcag tgagccttct 
aggaagaggg gagaaatcaa gcacaggcgt ggccctgaca cggagggctg cacagaaggt 
ggctctcact gggaacatgg ccaagagtgg acaacacctg gggacccctg ccgaatctgc 
cggtgcctgg agggtcacat ccagtgccgc cagcgagaat gtgccagcct gtgtccattt 
ctgagaaggc aatgtatcct gattactttg ccaagagaga acagtggaag aaactgcgga 
gggaaagctg ggaacgagag gttaagcagc tgcaggagga aacgccacct ggtggtcctt 
taactgaagc tttgccccct gcccgaaagg aaggtgattt gcccccactc gtggtggtat 
attgtgacca gaccccggga gcggccatgt agaaagagag agactcatct ttcatgcttg 
caagtgaaa 



<210> 2 

<211> 913 

<212> DNA 

<213> Homo sapien 



60 
120 
180 
240 
300 
360 
420 
460 
540 
600 
609 



<400> 2 

cagccaaggg caggaataga agcaggcacc agctcgagct gtgcgaattc agaggaagga 



gaccgaatcc agcctgggca caggagggaa agcgtcctgg aggcagctgg tccccaggtg 



60 
120 
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gcccttaagg ataaagaaaa gttagcttgg tgaagggctg aggaaggcag tgagccttct 180 

aggaagaggg gagaaatcaa gcacaggcgt ggccctgaca cggagggtga gtgtgcaatg 240 

ttggctggga aggtgtgaga ggtgacgagg ggccagagat aggtggggca catgggtgtg 3 00 

gctatgctct gtccacggaa gaccagaaag ggcgggctaa ggaactgagg cctcaccctg 360 

cctggggcac tgggagccac tggggaatct aggcagagat ctgaccccat ctagtcttgg 420 

ctcgggagag agccctcaga gggcatgtgg acaaggaagg cgggcaggct gaggctgggg 480 

tccaggccag ctcccaccag gcctccctct tctcaacccc tcaaccctag gctgcacaga 540 

aggtggctct cactgggaac atggccaaga gtggacaaca cctggggacc cctgccgaat 600 

ctgccggtgc ctggagggtc acatccagtg ccgccagcga gaatgtgcca gcctgtgtcc 660 

atttctgaga aggcaatgta tcctgattac tttgccaaga gagaacagtg gaagaaactg 720 

cggagggaaa gctgggaacg agaggttaag cagctgcagg aggaaacgcc acctggtggt 780 

cctttaactg aagctttgcc ccctgcccga aaggaaggtg atttgccccc actcgtggtg 84 0 

gtatattgtg accagacccc gggagcggcc atgtagaaag agagagactc atctttcatg 900 

cttgcaagtg aaa 913 

<210> 3 

<211> 970 

<212> DNA 

<213> Homo sapien 

<400> 3 

gcaaggtctg acttgtgggg ccacgtgttt cagggagtcg agggttttaa taagatccca 60 

ggaaaagggg gtgtgtgttc tcagacttcc ccactcctac gtctgctggt ctgggggctg 120 

gagtctaagc caggctcgga ggatatgcaa gcccacatgg gggtcccagg cacagagtcc 180 

ctctctctgc ccctcaatcg gatctgggtg gggttgggag tcccagacga ggttcccggc 240 

gcgatggggc cgggatgggg gtcctgggca cagtcagagt ccccaccccc tcccccggga 300 

actgcatcgg ccagacgttc gccatggctg agatgaaggt ggtcctggcg ctcacgctgc 360 

tgcgcttccg cgtcctgccg gaccacgcgg agccccgcag gaagttggag ctgatcgtgc 42 0 

gcgcggagga tggactttgg ctacgggtgg agcccctgag cgcggatctg cagtgaccca 480 

ccactgtcag gtctcagagc cacccgcgcc ctcctcaggc acctttgcag attccgggga 540 

atcaatctgt gcctgagtcc cacagacagc cagcaggggg cgtcggagaa ctgcagggat 600 
ccagggcctg gcgaggggaa ggeggagtat "ttctgagcca agaccctgac agcctctctg* * 660 

gttgatcaca gtggccccgt gctgagggcg ggttgtccca gagcgcaggt ggggacagta 720 

tcctgtgggc gatagggagc catggcgggt gtttgagcag gagagggacc agggttgagg 780 
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aggcacctat ggggcaggtt tgaggctctg 
atccccgccc ctcgatctca attctcatct 
cacctcaggg ' ttcttcaccg ttttcattgt 
taagcctgat 

<210> 4 

<211> 848 

<212> DNA 

<213> Homo sapien 

<400> 4 

tggaagtccc aggtggccga ktaaagggga 
atcagagccg ggtkgtgaaa ggggaggaga 
ctggaggtgc gggggcaagg ttggagcccc 
cctgaagagt gggaggagat gggacccggc 
ccgcgctgcc gcaggaagat gcgagagttt 
gtcttgcccc ctctgccacc gcagcgtagg 
gggtctagtg ttcatccctc tcaggctttg 
attcgtttag gaagaatggg agagccggtc 
cttggtaaac ctctgctggg gaggacccag 
cggatctggg gaaagaacgg atctgcgtca 
tgaggggtag ggcttggtct ccacccagag 
atgtatcaga agccatggaa catttacagc 
ccccaaaata ttttccagtg ctgtactcgt 
aagcgctaga gatgtcaaca gccaacaaaa 
cctacagg 

<210> 5 

<211> 616 

<212> DNA 

<213> Homo sapien 

<400> 5 

atcacatttc aggagcacct gaatggtccc 
cagaaggaga acagtcgtga agycctggca 
ctggtgagaa tccgcactcc atggctgata 
catgtctccc ctcgaagaat cgaggtactc 
ctccgacccc atcctagact tcaacatctc 
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agtcactgag gaaaaccaga gcggcactac 840 
cctaatacat ccagttgttt tttttcctct 900 
tcttaaacga ctgcacttat taaacaataa 960 

970 



caggagactg cgkgcaggac ctcgggctgg 60 

actggcaggg cagataagtg ggtggggcct 12 0 

gggacgaaga agggacgcgg gtcagcgagg 180 

tgtagagtgc ccagaggtct aggccagggg 240 

ggctttggtg atctggtcca cccggggcca 3 00 

gcctcctgca ttccgtttct ctggccggaa 3 60 

gcctcctccc actctcccgc cctggggccc 420 

gtggcccctg ggcggggtaa aggagggagg 4 80 

tacagtggca gctccttgtc ggggaaagaa 54 0 

cacgctctta caggggaacc ctaaggggcc 600 

ggaaggagaa atttttcgag tcgtaaagaa 66 0 

cgcacacgct gggtctccca acaaacagat 720 

ggcatagacc cagacccaca gaccaggagg 780 

acagtgcttt acacacttgt aaaattgtga 84 0 

848 



ctgcctgtgc ccttcaccaa tggggagata 60 

gaggcagcct tggagagccc caggccagac 12 0 

ccaaacgaag gagctgaatt tccacaatga 180 

cacagcgacc cgtcgatcgt accatccgtc 240 

cctggtcatg tgcctaagtg agagggcctc 300 
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accatgaaac gcagtcagca aacgggcccc gcagatggac tggagcaaga aaaacgaact 360 

cttcagcgaa cctctgagcg ccctgctgcc actccagtga catggctagg gcctgagcca 420 

gcgattcaca tcgcacacct ttttccttct ccccaattac tcccctgaga tcgatgtaca 480 

aatcagtaac cagatgctcc tttcttgaca taatgatgtc gtctagagaa ctatgttctt 540 

cccgtgactt tagggaaggt gaatgtgtcc cgtcctcccg cagtcacgaa aggagactct 600 

ggctccctcc tcctca 616 

<210> 6 

<211> 2768 

<212> DNA 

<213> Homo sapien 

<400> 6 

gtgctgcctg gcggcggggc gcggggcacg ctgggacgtc tcgctggcgg gaggccacgg 60 

gctttccaca gcgcggggga acgggaggct gcaggatggt caagctgacg gcggagctga 120 

tcgagcaggc ggcgcagtac accaacgcgg tgcgcgaccg ggagctggac ctccgggggt 180 

ataaaattcc cgtcattgaa aatctaggtg ctacgttaga ccagtttgat gctattgatt 240 

tttctgacaa tgagatcagg aaactggatg gttttccttt gttgagaaga ctgaaaacat 300 

tgttagtgaa caacaacaga atatgccgta taggtgaggg acttgatcag gctctgccct 3 60 

gtctgacaga actcattctc accaataata gtctcgtgga actgggtgat ctggaccctc 420 

tggcatctct caaatcgctg acttacctaa gtatcctaag aaatccggta accaataaga 480 

agcattacag attgtatgtg atttataaag ttccgcaagt cagagtactg gatttccaga 540 
aagtgaaact aaaagtaagt agtaatctgt tgcttgtgag ccattataga gttgtgtgtt 600 
tttctttata tttttgttac tgattattaa aattgtctaa atgagtaaat tttaccatta 660 
gtttgtaata aaagtgggag ggaaaatgtt acatcacatt tttttctaat agcagagttt 72 0 
atgatagaac ttttaagttg gagctctctt atgtaatgct ggctattccg aagttcgcaa 780 
agtgctgagg ccacggtgag cagtcttaac agtggattgt ctgcctagat acgttcccag 84 0 
cggagaactt aatgtaacct actttcgtgc agctccgtgt gttaggatga tttttccctt 900 
tattaggaat tcattatttt attattcatt taattgcctt cttagttccc tgggatcccc 960 

tccttggagc taggagaatg aactttcttc agggagctct accaaagaaa gaagaccact 1020 

gtgtcttctc ttaatttgaa attgcttttt ggtattttca ccagcccgga gtactgtagg 1080 

agagttcgct tccatgtctt ctgaggaatg catctaaatg catgtggtat tcctatttcc 1140 

attaactctg tgtgtggtgt cgctgtagga gcgtcaggaa gcagagaaaa tgttcaaggg 1200 

caaacggggt gcacagcttg caaaggatat tgccaggaga agcaaaacgt aagacacgga 1260 
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tatccaactt aactctactt caccttcaga 
tcctacaaaa ttaaccaaaa actctgacat 
agtccatgta catcaatggt ccacacatca 
atatttcagt agtcagtctt catgtgatac 
tgaactggat ggtgtttctg aaggagagag 
atactacact ggttgaatta ctttcaaaag 
ttggtctagg tctaacagtt atgttcttcc 
tgccaactga caaaaagaaa ggtgggccat 
tcatgtgtta ggattcttgg actggaatga 
taataaacat gttccgaaca ttgcagattt 
tatttctgtt taaggaaaaa ctagcataaa 
aagctaatta atgtggaggc agctttgtct 
cgaacagtta cttaccttgg tatgctgtct 
atttgctgtc tggcaaatcc ttttgactga 
ctccttaaat tattcagtaa cataattgca 
aacatgtgga gtgattattt ataagaaggc 
tggtttggct tctagtttta tttttgtggg 
atttaatgtt cctgatggag aagttgctgt 
tctgggtagc tgatacttgg ttgaagttaa 
gaatgccata gcaaatgctt caactctggc 
gtctggtcag atccctggca gagaacgcag 
gatggaagaa gacacagtca caaacgggtc 
gccctcttgg aacaagtctt gcttttcgaa 
aagtggaatc tatcagcatt gttgaaatgc 
aagttttgaa atctaaatgt caattttcta 
gctaccaa 

<210> 7 

<211>~ 390 

<212> DNA 

<213> Homo sapien 

<400> 7 

tcgagcggcg ccagtgtgat ggatgtcgcg 
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aacatgatct gatctgtctg gcagttcgtc 1320 

attaatgtgg tattaaattt gagtgcttat 138 0 

caagaaattt ctaccagctt agcagagcaa 144 0 

catgtacatc ctattttcta tataggaaga 1500 

ttcttgtatc agtttgttaa caaagataag 1560 

cttttgaaag taaaagagaa gcaacttctg 162 0 

ccctcttaag ttttaatcca ggtgctggtt 1680 

ctccagggga tgtagaagca atcaaggtaa 174 0 

gctaagatgg gttcagaaca caaagctgga 1800 

cattttccca cagttattag catacagcaa 1860 

gttattattt gatcagactt gaaattacac 192 0 

ttctcatttt ccaaggtgca tttatcactt 1980 

cagtgtttgc cttaattttt actttcgaag 2040 

tcagtaggga ccctcgtttt ataatattgc 2100 

aatagttact tcacttagct acgattttag 2160 

ctgcatctct tcaccaattt tagaaatttg 222 0 

ccaataacat tcttccccct acaccaaagt 228 0 

gaatttctgt aggtgattga cacttagttt 2340 

tcatccatct ccattgccct ctgtcctcca 2400 

tgaagtggag aggctgaagg ggttgctgca 2460 

atcagggccc actgatgatg gtgaagaaga 2520 

ctgagcagtg aggcagatgt ataataatag 2580 

catggtataa tagccttgtt tgtgttagca 264 0 

ttaagactgc tgctgataat tttgtaatat 2700 

caaattataa aaataaactc cactcactat 2760 

2768 



gccgaggtcg aagttttgcc aaaacctcgg 6 0 
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atgcgtggcc ttctggccag gcgtctgcga aatcatatgg ctgtagcatt cgtgctatcc 120 

ctgggggttg cagctttgta taagtttcgt gtggctgatc aaagaaagaa ggcatacgca 180 

gatttctaca gaaactacga tgtcatgaaa gattttgagg agatgaggaa ggctggtatc 240 

tttcagagtg taaagtaatc ttggaatata aagaatttct tcaggttgaa ttacctagaa 300 

gtttgtcact gacttgtgtt cctgaactat gacacatgaa tatgtgggct aagaaatagt 360 

tcctcttgat aaataaacaa ttaacaaata 390 

<210> 8 

<211> 402 

<212> DNA 

<213> Homo sapien 

<400> 8 

atcatgctcg agcggcgcca gtgtgatgga tgcgtggtcg cggccgaggt cgaagttttg 60 

ccaaaacctc ggatgcgtgg ccttctggcc aggcgtctgc gaaatcatat ggctgtagca 12 0 

ttcgtgctat ccctgggggt tgcagctttg tataagtttc gtgtggctga tcaaagaaag 18 0 

aaggcatacg cagatttcta cagaaactac gatgtcatga aagattttga ggagatgagg 240 

aaggctggta tctttcagag tgtaaagtaa tcttggaata taaagaattt cttcaggttg 300 

aattacctag aagtttgtca ctgacttgtg ttcctgaact atgacacatg aatatgtggg 360 

ctaagaaata gttcctcttg ataaataaac aattaacaaa ta 402 

<210> 9 

<211> 418 

<212> DNA 

<213> Homo sapien 

<400> 9 

aatcatgctc gagcggcgca gtgtgatgga tgcgtggtcg cgggcaggtg taactaccat 60 

ggctcccgaa gttttgccaa aacctcggat gcgtggcctt ctggccaggc gtctgcgaaa 120 

tcatatggct gtagcattcg tgctatccct gggggttgca gctttgtata agtttcgtgt 180 

ggctgatcaa agaaagaagg catacgcaga tttctacaga aactacgatg tcatgaaaga 240 

ttttgaggag atgaggaagg ctggtatctt tcagagtgta aagtaatctt ggaatataaa 300 

gaatttcttc aggttgaatt acctagaagt ttgtcactga cttgtgttcc tgaactatga 360 

cacatgaata tgtgggctaa gaaatagttc ctcttgataa ataaacaatt aacaaata 418 

<210> 10 

<211> 384 

<212> DNA 

<213> Homo sapien 
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<400> 10 

gccagtgtga tggatcgtgg tcgcggcgag gtcgaagttt tgccaaaacc tcggatgcgt 60 

ggccttctgg ccaggcgtct gcgaaatcat atggctgtag cattcgtgct atccctgggg 120 

gttgcagctt tgtataagtt tcgtgtggct gatcaaagaa agaaggcata cgcagatttc 18 0 

tacagaaact acgatgtcat gaaagatttt gaggagatga ggaaggctgg tatctttcag 240 

agtgtaaagt aatcttggaa tataaagaat ttcttcaggt tgaattacct agaagtttgt 300 

cactgacttg tgttcctgaa ctatgacaca tgaatatgtg ggctaagaaa tagttcctct 360 
tgataaataa acaattaaca aata 



384 



<210> 11 

<211> 359 

<212> DNA 

<213> Homo sapien 

<400> 11 

gagcggcgcc agtgtgatgg atgtggtcgc ggccgaggtt tctggccagg cgtctgcgaa 60 

atcatatggc tgtagcattc gtgctatccc tgggggttgc agctttgtat aagtttcgtg 120 

tggctgatca aagaaagaag gcatacgcag atttctacag aaactacgat gtcatgaaag 180 

attttgagga gatgaggaag gctggtatct ttcagagtgt aaagtaatct tggaatataa 240 

agaatttctt caggttgaat tacctagaag tttgtcactg acttgtgttc ctgaactatg 300 

acacatgaat atgtgggcta agaaatagtt cctcttgata aataaacaat taacaaata 359 

<210> 12 

<211> 360 

<212> DNA 

<213> Homo sapien 

<400> 12 

tcgagcggcc gccagtgtga tggatgccgc ccgggcaggt ttctggccag gcgtctgcga 60 

aatcatatgg ctgtagcatt cgtgctatcc ctgggggttg cagctttgta taagtttcgt 120 

gtggctgatc aaagaaagaa ggcatacgca gatttctaca gaaactacga tgtcatgaaa 180 

gattttgagg agatgaggaa ggctggtatc tttcagagtg taaagtaatc ttggaatata 240 

aagaatttct tcaggttgaa ttacctagaa gtttgtcact gacttgtgtt cctgaactat 300 

gacacatgaa tatgtgggct aagaaatagt tcctcttgat aaataaacaa ttaacaaata 360 

<210> 13 

<211> 379 - 

<212> DNA 

<213> Homo sapien 



<400> 13 

agatgcatgc tcgagcggcg caktgtgatg gatcggccgc ccgggcaggt caaatgtgca 



60 
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gctctccctc aggtcgtggg atctgggtcc aacagtctgg cctttcagcc ttcaggctgt 12 0 

tttaggcttg aagtttcgtg tggctgatca aagaaagaag gcatacgcag atttctacag 18 0 

aaactacgat gtcatgaaag attttgagga gatgaggaag gctggtatct ttcagagtgt 24 0 

aaagtaatct tggaatataa agaatttctt caggttgaat tacctagaag tttgtcactg 3 00 

acttgtgttc ctgaactatg acacatgaat atgtgggcta agaaatagtt cctcttgata 360 



aataaacaat taacaaata 



<210> 14 

<211> 964 

<212> DNA 

<213> Homo sapien 



<210> 15 - 

<211> 1433 

<212> DNA 

<213> Homo sapien 



379 



<400> 14 

gccagtgtga tggatcgtgg tcgcggcgag gtgtcaggaa ggacgttggt gttgaggtta 60 

gcatacgtat caaggacagt aactaccatg gctcccgaag ttttgccaaa acctcggatg 120 

cgtggccttc tggccaggcg tctgcgaaat catatggctg tagcattcgt gctatccctg 180 

ggggttgcag ctttgtataa gtttcgtgtg gctgatcaaa gaaagaaggc atacgcagat 240 

ttctacagaa actacgatgt catgaaagat tttgaggaga tgaggaaggc tggtatcttt 300 

cagagtgtaa agtaatcttg gaatataaag aatttcttca ggttgaatta cctagaagtt 360 

tgtcactgac ttgtgttcct gaactatgac acatgaatat gtgggctaag aaatagttcc 420 

tcttgataaa taaacaatta acaaataaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaawa 480 

raaaaaaaaa acacaaaaaa acacaaaaaa aaaagggggg ggcgccccac aaaataccct 54 0 

ccgggggggg acgcccaaac gagcaacccc ccttttggga aaagggggcc cccacaagag 600 

ggggcacaaa aaacggcggc gggcggtaac aaacggcgag cggacaaacc gagcgcgcgg 660 

ggacaacggg agcgacagac cccccaccgc cgtgggggcg accgacccgg ggccccaacc 720 

ccaccgacgg agcagacccg ccgcagggcg aagacaacaa cagcgcgaga tgtcgggcaa 780 

cccaccgcac gaagcgcggc gacagctgcc ctcacgctat ctggaacgat tcagggcgcg 840 

gcgataaacc gagcccacac acccgcaagc cagacaacac gccgcccgcc acacgcagac 900 

gccaccacac cccgccccac caactacggc agctcagcgc agaacctcgc aaccccgccg 960 
caca 



964 



<400> 15 
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acatgccctt cttccggtgc ggaagactat 
tctatttcac acatataatt ttccgagaca 
cgtctctcgc tattactgta actgctgttt 
ttccctgaat ggtctctacc aacttcacct 
gtctagagac gacaacttct ccgcttcctc 
ccagaaaacc tgggaactgg ccaacaacat 
caaatacgac aagaaacagc agcaagaaat 
ccattacfctt aagtactgca aaatctcagc 
cagatcggga ggcaacttgg aagtgatggg 
catgatcatt atggacagtt ttgctttgcc 
tcaggctgct gcatatgaat acatggctgc 
ccttgaaaat gcaatcgggt ggtatcatag 
gattgatgtt agtactcaga tgctcaatca 
gattgatcca acaagaacaa tatccgcagg 
cccaaagggc tacaaacctc ctgatgaagg 
taaaatagaa gattttggtg tacactgcaa 
caaatcctct ttggatcgca aattgcttga 
gttgagttct tctagcttgc ttactaatgc 
gtctgaaaag ttagagcagt cagaagccca 
agaaacgcat gaccgaaaat cagaagacaa 
aactaccata gaagctatcc atggattgat 
tcaaattaac atctcttaaa cagtctctga 
aaaatattca agtaacactt taaaaccagt 
ctctgaagtg tcctaaatat taatatcctg 

<210> 16 

<211> 1937 

<212> DNA 

<213> Homo sapien 

<400> 16 

agcggactac ctgcccatcc aggaacaagc 

tgctacagag aagacaaaaa cgggagctgg 

ag99ttgggc ctttgcgcca tgtgacatca 
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accactccca taccctataa ctttgtttgt 60 

agatgttctc atttaagcaa caagaagatt 12 0 

atatcgtcat gtcccggaaa ggtccctgtc 180 

ccggttctag gtgtcatggc tgccccaaga 240 

ggcgatggcg gcgtccggga gcggtatggc 300 

gcaggaagct cagagtatcg atgaaatcta 360 

cctggcggcg aagccctgga ctaaggatca 42 0 

attggctctg ctgaagatgg tgatgcatgc 480 

tctgatgcta ggaaaggtgg atggtgaaac 54 0 

tgtggagggc actgaaaccc gagtaaatgc 600 

atacatagaa aatgcaaaac aggttggccg 660 

ccaccctggc tatggctgct ggctttctgg 72 0 

gcagttccag gaaccatttg tagcagtggt 780 

gaaagtgaat cttggcgcct ttaggacata 84 0 

accttctgag taccagacta ttccacttaa 900 

acaatattat gccttagaag tctcatattt 960 

gctgttgtgg aataaatact gggtgaatac 102 0 

agactatacc actggtcagg tctttgattt 1080 

gctgggacga gggagtttca tgttgggttt 1140 

acttgccaaa gctacaagag acagctgtaa 12 00 

gtctcaggtt attaaggata aactgtttaa 1260 

gaagtacttt acctgaaaga cagtatgaga 1320 

tacccaaaat ctgattagaa gtataaggtg 13 80 

taataaagct ctttaaaatg aaa 1433 



aatttacaaa tttacaaaaa gtagagttta 60 
tcatgccaga aaaaccaacc atgtgatttg 120 
gccaggccta aggggaatga atacagcagg 180 
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gctggagatc aagccaagga gcaacaattc 
gtaaaaactc tggacactca ggcttagcca 
ttggatgtac tactcattgc attaaggaat 
gtggtatcgt gatgttctca tttaagcaac 
ctgctgttta tatcgtcatg tcccggaaag 
acttcacctc cggttctagg tgtcatggct 
cgcttcctcg gcgatggcgg cgtccgggag 
caacaacatg caggaagctc agagtatcga 
gcaagaaatc ctggcggcga agccctggac 
ttcatgtctt gacttccaac atgaggtcta 
caaagcttag gaattaaatt tggattcttt 
gagacgttga ctgactgctc tgtaaggctg 
gtaacaggct gtgcatttta gtcaccatta 
tctgctgaag atggtgatgc atgccagatc 
gctaggaaag gtggatggtg aaaccatgat 
gggcactgaa acccgagtaa atgctcaggc 
agaaaatgca aaacaggttg gccgccttga 
tggctatggc tgctggcttt ctgggattga 
ccaggaacca tttgtagcag tggtgattga 
gaatcttggc gcctttagga catacccaaa 
tgagtaccag actattccac ttaataaaat 
ttatgcctta gaagtctcat atttcaaatc 
gtggaataaa tactgggtga atacgttgag 
taccactggt caggtctttg atttgtctga 
acgagggagt ttcatgttgg gtttagaaac 
caaagctaca agagacagct gtaaaactac 
ggttattaag gataaactgt ttaatcaaat 
ctttacctga aagacagtat gagaaaaata 
aaatctgatt agaagtataa ggtgctctga 
agctctttaa aatgaaa 
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aaccaatcat 


tcctacataa 


ggaaaatcca 


240 


aagaacacca ggaaaactac 


cacagttaag 


300 


gcacggagaa 


cacacaccat 


ggggaaccct 


360 


aagaagattc 


gtctctcgct 


attactgtaa 


420 


gtccctgtct 


tccctgaatg gtctctacca 


480 


gccccaagag 


tctagagacg 


acaacttctc 


540 


cggtatggcc 


cagaaaacct 


gggaactggc 


600 


tgaaatctac aaatacgaca 


agaaacagca 


660 


taaggataaa 


gggagaagcc 


aagatttcga 


720 


cacatttttc 


agcttttggt 


tgaaatctgg 


780 


ctgtgggcag 


acatctaaaa 


aggctttgta 


840 


cttaagttgc 


ttggttatct 


gcttgcttct 


900 


ctttaagtac 


tgcaaaatct 


cagcattggc 


960 


gggaggcaac 


ttggaagtga 


tgggtctgat 


1020 


cattatggac 


agttttgctt 


tgcctgtgga 


1080 


tgctgcatat 


gaatacatgg 


ctgcatacat 


1140 


aaatgcaatc gggtggtatc 


atagccaccc 


1200 


tgttagtact 


cagatgctca 


atcagcagtt 


1260 


tccaacaaga 


acaatatccg 


cagggaaagt 


1320 


gggctacaaa 


cctcctgatg aaggaccttc 


1380 


agaagatttt 


ggtgtacact 


gcaaacaata 


1440 


ctctttggat 


cgcaaattgc 


ttgagctgtt 


1500 


ttcttctagc 


ttgcttacta 


atgcagacta 


1560 


aaagttagag 


cagtcagaag 


cccagctggg 


1620 


gcatgaccga 


aaatcagaag acaaacttgc 


1680 


catagaagct 


atccatggat 


tgatgtctca 


1740 


taacatctct 


taaacagtct 


ctgagaagta 


1800 


ttcaagtaac 


actttaaaac 


cagttaccca 


1860 


agtgtcctaa atattaatat 


cctgtaataa 


1920 








1937 
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<210> 17 

<211> 1262 

<212> DNA 

<213> Homo sapien 

<400> 17 

acatgccctt cttccggtgc ggaagactat accactccca taccctataa ctttgtttgt 60 

tctatttcac acatataatt ttccgagaca agatgttctc atttaagcaa caagaagatt 120 

cgtctctcgc tattactgta actgctgttt atatcgtcat gtcccggaaa ggtccctgtc 180 

ttccctgaat ggtctctacc aacttcacct ccggttctag gtgtcatggc tgccccaaga 240 

gtctagtcac cattacttta agtactgcaa aatctcagca ttggctctgc tgaagatggt 3 00 

gatgcatgcc agatcgggag gcaacttgga agtgatgggt ctgatgctag gaaaggtgga 3 60 

tggtgaaacc atgatcatta tggacagttt tgctttgcct gtggagggca ctgaaacccg 420 

agtaaatgct caggctgctg catatgaata catggctgca tacatagaaa atgcaaaaca 480 

ggttggccgc cttgaaaatg caatcgggtg gtatcatagc caccctggct atggctgctg 540 

gctttctggg attgatgtta gtactcagat gctcaatcag cagttccagg aaccatttgt 600 

agcagtggtg attgatccaa caagaacaat atccgcaggg aaagtgaatc ttggcgcctt 660 

taggacatac ccaaagggct acaaacctcc tgatgaagga ccttctgagt accagactat 720 

tccacttaat aaaatagaag attttggtgt acactgcaaa caatattatg ccttagaagt 780 

ctcatatttc aaatcctctt tggatcgcaa attgcttgag ctgttgtgga ataaatactg 84 0 

ggtgaatacg ttgagttctt ctagcttgct tactaatgca gactatacca ctggtcaggt 900 

ctttgatttg tctgaaaagt tagagcagtc agaagcccag ctgggacgag ggagtttcat 960 

gttgggttta gaaacgcatg accgaaaatc agaagacaaa cttgccaaag ctacaagaga 1020 

cagctgtaaa actaccatag aagctatcca tggattgatg tctcaggtta ttaaggataa 1080 

actgtttaat caaattaaca tctcttaaac agtctctgag aagtacttta cctgaaagac 1140 

agtatgagaa aaatattcaa gtaacacttt aaaaccagtt acccaaaatc tgattagaag 1200 

tataaggtgc tctgaagtgt cctaaatatt aatatcctgt aataaagctc tttaaaatga 1260 

aa 1262 

<210> 18 

<211> 1314 

<212> DNA 

<213> Homo sapien 

<400> 18 

agcggactac ctgcccatcc aggaacaagc aatttacaaa tttacaaaaa gtagagttta 60 

tgctacagag aagacaaaaa cgggagctgg tcatgccaga aaaaccaacc atgtgatttg 120 
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agggttgggc 


ctttgcgcca 


tgtgacatca 


gccaggccta 


aggggaatga 


atacagcagg 


180 


gctggagatc 


aagccaagga 


gcaacaattc 


aaccaatcat 


tcctacataa 


ggaaaatcca 


240 


gtaaaaactc 


tggacactca 


ggcttagcca 


aagaacacca 


ggaaaactac 


cacagttaag 


300 


ttggatgtac 


tactcattgc 


attaaggaat 


gcacggagaa 


cacacaccat 


ggggaaccct 


360 


gtggtatcgt 


gatgttctca 


tttaagcaac 


aagaagattc 


gtctctcgct 


attactgtaa 


420 


ctgctgttta 


tatcgtcatg 


tcccggaaag 


gtccctgtct 


tccctgaatg 


gtctctacca 


480 


acttcacctc 


cggttctagg 


tgtcatggct 


gccccaagag 


tctaggtaag 


agtttgttcc 


540 


cgtggtgcgg 


agggtcaagg 


cccacacccg 


gaaacctagc 


gaggtaaagt 


tgcgtcttgg 


600 


ttgtagagac 


gacaacttct 


ccgcttcctc 


ggcgatggcg 


gcgtccggga 


gcggtatggc 


660 


ccagaaaacc 


tgggaactgg 


ccaacaacat 


gcaggaagct 


cagagtatcg 


atgaaatcta 


720 


caaatacgac 


aagaaacagc 


agcaagaaat 


cctggcggcg 


aagccctgga 


ctaaggatca 


780 


ccattacttt 


aagtactgca 


aaatctcagc 


attggctctg 


ctgaagatgg 


tgatgcatgc 


840 


cagatcggga 


ggcaacttgg 


aagtgatggg 


tctgatgcta 


ggaaaggtgg 


atggtgaaac 


900 


catgatcatt 


atggacagtt 


ttgctttgcc 


tgtggagggc 


actgaaaccc 


gagtaaatgc 


960 


tcaggctgct 


gcatatgaat 


acatggctgc 


atacatagaa 


aatgcaaaac 


aggttggccg 


1020 


ccttgaaaat 


gcaatcgggt 


ggtatcatag 


ccaccctggc 


tatggctgct 


ggctttctgg 


1080 


gattgatgtt 


agtactcaga 


tgctcaatca 


gcagttccag 


gaaccatttg 


tagcagtggt 


1140 


ggttactatg 


ggcaaggcgg 


catgagtgga 


ggtggatggc 


gtgggatgta 


ctgaaagcaa 


1200 


aaacaccaac 


atacaagtct 


tgacaacagc 


atctggtcta 


ctagactttc 


ttacagattt 


1260 


aatttctttt 


gtatttaaag 


aactttataa 


tgactgaagt 


gtcgggaccg 


agct 


1314 


<210> 19 

<211> 604 

<212> DNA 

<213> Homo sapien 












<400> 19 
ctcagaaggt 


ccttcatcag 


gaggtttgta 


gccctttggg 


tatgtcctaa 


aggcgccaat 


60 


attccactta 


ataaaataga 


agattttggt 


gtacactgca 


aacaatatta 


tgccttagaa 


120 


gtctcatatt 


tcaaatcctc 


tttggatcgc 


aaattgcttg 


agctgttgtg 


gaataaatac 


180 


tgggtgaata 


cgttgagttc 


ttctagcttg 


cttactaatg 


cagactatac 


cactggtcag 


240 


gtcttfcgatt tgtctgaaaa' 


gttagagcag 


tcagaagccc 


agctgggacg 


agggagtttc 


300 


atgttgggtt 


tagaaacgca 


tgaccgaaaa 


tcagaagaca 


aacttgccaa 


agctacaaga 


360 


gacagctgta 


aaactaccat 


agaagctatc 


catggattga 


tgtctcaggt 


tattaaggat 


420 
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aaactgttta atcaaattaa catctcttaa acagtctctg agaagtactt tacctgaaag 480 

acagtatgag aaaaatattc aagtaacact ttaaaaccag ttacccaaaa tctgattaga 540 

agtataaggt gctctgaagt gtcctaaata ttaatatcct gtaataaagc tctttaaaat 600 



gaaa 



<210> 20 

<211> 940 

<212> DNA 

<213> Homo sapien 



604 



<400> 20 

aggttgcagt aagccaacac cgtgccactg cactacagcc tgggcgacag gctgatagga 6 0 

agatgtcttc aggaaatgct aaaattgggc accctgcccc caacttcaaa gccacagctg 120 

ttatgccaga tggtcagttt aaagatatca gcctgtctga ctacaaagga aaatatgttg 180 

tgttcttctt ttaccctctt gacttcacct ttgtgtgccc cacggagatc attgctttca 240 

gtgatagggc agaagaattt aagaaactca actgccaagt gattggtgct tctgtggatt 300 

ctcacttctg tcatctagca tgggtcaata cacctaagaa acaaggagga ctgggaccca 360 

tgaacattcc tttggtatca gacccgaagc gcaccattgc tcaggattat ggggtcttaa 420 

aggctgatga aggcatctcg ttcaggggcc tttttatcat tgatgataag ggtattcttc 480 

ggcagatcac tgtaaatgac ctccctgttg gccgctctgt ggatgagact ttgagactag 54 0 

ttcaggcctt ccagttcact gacaaacatg gggaagtgtg cccagctggc tggaaacctg 600 

gcagtgatac catcaagcct gatgtccaaa agagcaaaga atatttctcc aagcagaagt 660 

gagcgctggg ctgttttagt gccaggctgc ggtgggcagc catgagaaca aaacctcttc 720 

tgtatttttt ttttccatta gtaaaacaca agacttcaga ttcagccgaa ttgtggtgtc 7 80 

ttacaaggca ggcctttcct acagggggtg gagagaccag cctttcttcc tttggtagga 840 

atggcctgag ttggcgttgt gggcaggcta ctggtttgta tgatgtatta gtagagcaac 900 
ccattaatct tttgtagttt gtattaaact tgaactgaga 



940 



<210> 21 

<211> 4171 

<212> DNA 

<213> Homo sapien 

<400> 21 

gctcccccca tgtgcagcct cctgattggg gcacaggaac tcaacctgaa tcagcctctt .. 6Q. 

gtgtattaca ggcaggggcc gagatctcga ctgtgaaccc tgagcagtac tccaaacgct 120 

tcaacgagtt tatgtccaac atcctgacgt agttctcttc taccttcagc cagagccaga 18 0 

gagctggata tggggtcggg gatcgggagt tagggagaag ggtgtatttg ggctagatgg 240 
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gagggtggga 


gcagagtcgg 


gtttgggagg 


gctttagcaa 


tgagactgca 


gcctgtgaca 


300 


ccgaaagaga 


ctttagctga 


agaggagggg 


gatgtgctgt 


gtgtgcacct 


gctcacagga 


360 


tgtaacccca 


ccttctgctt 


acccttgatt 


ttttctcccc 


atttgacacc 


caggttaaaa 


420 


aggggttccc 


tttttggtac 


cttgtaacct 


tttaagatac 


cttggggcta 


gagatgactt 


480 


cgtgggttta 


tttgggtttt 


gtttctgaaa 


tttcattgct 


ccaggtttgc 


tatttataat 


540 


catatttcat 


cagcctaccc 


accctcccca 


tctttgctga 


gctctcagtt 


cccttcaatt 


600 


aaagagatac 


ccggtagacc 


cagcacaagg 


gtccttccag 


aaccaagtgc 


tatggatgcc 


660 


agattggaga 


ggtcagacac 


ctcgccctgc 


tgcatttgct 


cttgtctgga 


ttaactttgt 


720 


aatttatgga 


gtattgtgca 


caacttcctc 


cacctttccc 


ttggattcaa 


gtgaaaactg 


780 


ttgcattatt 


cctccatcct 


gtctggaata 


caccaggtca 


acaccagaga 


tctcagatca 


840 


gaatcagaga 


tctcagaggg 


gaataagttc 


atcctcatgg 


gatggtgagg 


ggcaggaaag 


900 


cggctgggct 


cttggacacc 


tggttctcag 


agaaccctgt 


gatgatcacc 


caagccccag 


960 


gctgtcttag 


cccctggagt 


tcagaagtcc 


tctctgtaaa 


gcctgcctcc 


cactaggtca 


1020 


agaggaacta 


gagtaccttt 


ggatttatca 


ggaccctcat 


gtttaaatgg 


ttatttccct 


1080 


ttgggaaaac 


ttcagaaact 


gatgtatcaa 


atgaggccct 


gtgccctcga 


tctatttcct 


1140 


tcttccttct 


gacctcctcc 


caggcactct 


tacttctagc 


cgaactctta 


gctctgggca 


1200 


gatctccaag 


cgcctggagt 


gctttttagc 


agagacacct 


cgttaagctc 


cgggatgacc 


1260 


ttgtaggaga 


tctgtctccc 


tgtgcctgga 


gagttacagc 


cagcaaggtg 


cccccatctt 


1320 


agagtgtggt 


gtccaaacgt 


gaggtggctt 


cctagttaca 


tgaggatgtg 


atccaggaaa 


1380 


tccagtttgg 


aggcttgatg 


tgggttttga 


cctggcctca 


gccttggggc 


tgtttttcct 


1440 


tgttgccccg 


ctctagactt 


ttagcagatc 


tgcagcccac 


aggctttttt 


ggaaggagtg 


1500 


gcttcctgca 


ggtgttccac 


ctgccttcgg 


agcctgccac 


ccaggccctc 


agaactgagc 


1560 


cacaggctgc 


tctggccagg 


agagaaacag 


ctctgttgtt 


ctgcattggg 


ggaggtacat 


1620 


tcctgcatct 


tctcaccccc 


tcaaccagga 


actggggatt 


tgggatgaga 


tatggtcaga 


1680 


cttgtagata 


accccaaaga 


tgtgaagatc 


gcttgtgaaa 


ccattttgaa 


tgaatagatt 


1740 


ggtttcctgt 


ggctccctcc 


aaacctggcc 


aagcccagct 


tccgaagcag 


gaaccagcac 


1800 


tgtctctgtg 


cctgactcac 


agcatatagg 


tcaggaaaga 


atggagacgg 


cattcttgga 


1860 


cttcactggg" 


gctgctggat 


tggatgggaa 


accttctgga 


agaggcagat 


gggggtcaaa 


1920 


ccactgcctt 


ggccccagga 


aggggccata 


Hgtaggtctg 


aacaactgcc 


gcaagaccac 


1980 


tacatgactt 


agggaacttg 


aaaccaactg 


gctcatggag 


aaaacaaatt 


tgacttggga 


2040 
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aagggafctat 


gtaggaafcaa 


tgtttggact: 


4___i_4_4_____ 

cgatttcccc 


aegt cataat 


gaagaatgga 


Ol Aft 


age t tggauc 


cgctcctcgc 


caggcgcagc 


atctctgaag 


cttggaaagc 


tgtcttccag 


Jib 0 


cagcctccgt 


ggcctcgggt 


tcctaccggc 


ttctctgcat 


4_ 4. , i —4. _— 4. 

tcggtcugcc 


gatcatgttg 


222 0 


ccataatgcg 


tatggaaagt 


gtaacacatt 


_ 4- 4. _ 4. _,_4_ 4_ 

cttactggtt 


aaagacgact 


accaggtatc 


2280 


taacctgccc 


aacat fcgagfc 


i- 4. n L ^4, —.4. _4_ 

ttgtgtgtgt 


— ,4_ __4_ — 4. _. i_ 

gtgtgcatgc 


4_ 4_ __,4_ 4- 4- 4. 4- 

uugcgtgcux 


4- _4- _ 4- __ 4_ 4_ _ _4_ 

tgcatattgt 


234 0 




agaggfcagca 


tcctgttcca 


_ _ |_ __ i_ 4_ 4_ 4. 4. 

aacgcttttt 


—4. i_ 4. 4. 4_ _™ 4- ~> _ 

gttctcccga 


__ «_ _,L. _ 4_ i_ — _ 4_ 4_ 

cagtattgtt 


2400 


gaccgggcca 


LaacacLtcg 


agccgcggc c 


tggtggattt 


4-— __4_4_4-4-4_4_ 


tttttaaagg 


2460 


4_ — _ A_ X. ___.1_.__ 

tcattcgccg 


cgccaccttc 


aaaaccttga 


gtttggcccc 


caatttttgg 


cattcaaatg 


2520 


Ltcaaaagcc 


_4-4~J__4-,— 4_4_ — 

atttatcttg 


gtttatacaa 


gctccccccc 


1_ _ 1_ a_ _ 4_ 4_ 4. i_ 4_ 


gtcaeggtat 


2580 


4- _ 4_ _ 4_ x_ 4_ | 

tctatttggt 


ctgcagtfctg 


aatgtagaga 


aagtggactg 


atcccccaag 


cgttgtctgc 


2640 


ccccaccccc 


tcctcct tgg 


gtcccgccat 


4__4.4_4_4.__4_ 
tcttttactg 


ggcagt cgag 


ggcattggag 


2700 


gggaagfcgac 


tgccctcagc 


ctcact ccct 


9999 cc atga 


agaaaagcta 


aacagtctca 


2760 


cggcaccuca 


gaataafcgt t 


gggfccfcccca 


agaagaaagg 


tgtaagaata 


acgacatggc 


2820 


tgafc fcaggcg 


aggccaggat 


agggctaagg 


ccaggat tec 


tggctggcat 


ccagtcaccc 


2880 


cttctcccat 


ccttccccct 


cttctcccac 


aagtccgcag 


ccgagacact 


gtagtctccc 


2940 


agccacagtg 


atgagtgccc 


tggagactcc 


actgacctct 


agatgaaggc 


ccctggccct 


3 000 


ggntccugtc 


aattaacctc 


tgggtctttg 


agtcccccag 


cacaaacttc 


1— X. L ^_a_ * __ __ 

tttcctgtac 


3060 


cctgcggct fc 


9999 t cacag 


ggcatgccgg 


gaagccacag 


ctgaggggcg 


cagactgaag 


3120 


cagugc ccca 


cctctccttc 


fcttagcfccag 


gggttgctgg 


tctgtggcag 


gcgccacgag 


3180 


tggcccctgfc 


ggccgctctc 


agt ggcagt c 


ccttaagttc 


ccaccacagg 


cagctcttta 


3240 


tcccctctcc 


ctacttgact 


_ 1_ 4. 1_ — 4_ — »4_ 4_ — _ 

ctttctcttg 


cctgtgcttt 


tggcctcaaa 


caggcctgct 


3300 


ggfcagcgcfcc 


agggcgtgag 


gctacactcc 


tgccctgccfc 


ttcctgtctt 


catggtctgc 


3360 


cagggcat ac 


cttggggagg 


fcggaccaaag 


acccaggact 


ttttgcagta 


gccagtccta 


3420 


ccccccagtc 


gtcttcccac 


caat t caggg 


tgggagagaa 


aactgeagea 


ccccagcatg 


3480 


tgagccaccc 


aggtgttggg 


ggctagaagg 


gacagtgcgt 


ttaaacaaca 


ctcagagctc 


3540 


cggccLcaaa 


cctgtggccc 


cccaagtcta 


ggagectcat 


ctcttcctgg 


cagtcatgeg 


3600 


ggcaggaggt 


cctgaaaggg 


aaaacccatt 


cagacaactg 


ttccccaatc 


taccagccat 


3660 


ctgcaggggt 


cagtgaccgt 


ggccctctcc 


ctcctctaga 


atgtgccact 


tatgaagagt. . 


3 72 0„ 


gccccatggg 


gaaaaggaga 


ctcagctgtc 


ccttggcagc 


ttgtgccagt 


atcccagggc 


3780 


agaagtttcc 


acaggagcct 


cttgcccttg 


cgcagagcca 


ctgtgagagg 


cggtgggagc 


3840 


caacaccctt 


gggggagggg 


gcagtactgc 


tcggcacatc 


ccagcatcag 


gtcagatcac 


3900 



WO 2004/053075 PCT/US2003/038739 

16 

tgaaattaaa aaatgtgaat taagttcata tccacctttt ggggaagcag gacaaaccac 3960 

caccccacca agtgtgtgac ttctccatat cccactgcag tttccatttt ttaaatggga 4020 

attttcaatc ccctgtgctt gtctaacgtc tgctttaaaa agtttgagac cctgttactg 4 080 

tttgaaaatg catgcatgtt acgatgaatc tccaacctga ggaaaaaaat aaaactcaaa 4140 

aagctttgtg taaaaaaaaa aagtgtgagt c 4 1 71 

<210> 22 

<211> 926 

<212> DNA 

<213> Homo sapien 

<400> 22 

aggcatgagg tcccgcaatt ttgccggagg ccagcggggc tggcgctgtg acaactgccg 60 

cagacctggg ggtgaaccca gtcccgaagg cactactggc cagtcctaca accagtattc 120 

tcagagatac catcagagaa caaacactaa tgttaattgc ccaattgagt gcttcatgcc 180 

tttagatgta caggctgaca gagaagattc ccgagagtaa atcatctttc caatccagag 24 0 

gaacaagcat gtctctctgc caagatccat ctaaactgga gtgatgttag cagacccagc 300 

ttagagttct tctttctttc ttaagccctt tgctctggag gaagttctcc agcttcagct 3 60 

caactcacag cttctccaag catcaccctg ggagtttcct gagggttttc tcataaatga 420 

gggctgcaca ttgcctgttc tgcttcgaag tattcaatac cgctcagtat tttaaatgaa 480 

gtgattctaa gatttggttt gggatcaata ggaaagcata tgcagccaac caagatgcaa 540 

atgttttgaa atgatatgac caaaatttta agtaggaaag tcacccaaac acttctgctt 600 

tcacttaagt gtctggcccg caatactgta ggaacaagca tgatcttgtt actgtgatat 660 

tttaaatatc cacagtactc actttttcca aatgatccta gtaattgcct agaaatatct 720 

ttctcttacc tgttatttat caatttttcc cagtattttt atacggaaaa aattgtattg 780 

aaaacactta gtatgcagtt gataagagga atttggtata attatggtgg gtgattattt 840 

tttatactgt atgtgccaaa gctttactac tgtggaaaga caactgtttt aataaaagat 900 
ttacattcca aaaaaaaaat tcatct 



926 



<210> 23 

<211> 1152 

<212> DNA 

<213> Homo sapien 

<400> 23 

tgcctcaaca gcgagggaag gcctttatgt tggggcctat ggtggaaact ctagccccgt 60 
gcttccacct cggccgcgac cacgtcgagc gctcgcccgg gcaggtaaac tctgccaccc 12 0 
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tgagtggaag agtggagact actggattga ccccaaccaa ggctgcacct tggacgccat 180 

gaaggttttc tgcaacatgg agactggcga gacttgcgtc taccccaatc cagcaaacgt 240 

tcccaagaag aactggtgga gcagcaagag caaggagaag aaacacatct ggtttggaga 300 

aaccatcaat ggtggcttcc atttcagcta tggagatgac aatctggctc ccaacactgc 36 0 

caacgtccag atgaccttcc tacgcctgct gtccacggaa ggctcccaga acatcaccta 420 

ccactgcaag aacagcattg cctatctgga cgaagcagct ggcaacctca agaaggccct 480 

gctcatccag ggctccaatg acgtggagat ccgggcagag ggcaatagca ggttcacgta 54 0 

cactgccctg aaggatggct gcacgaaaca taccggtaag tggggcaaga ctgttatcga 600 

gtaccggtca cagaagacct cacgcctccc'catcattgac attgcaccca tggacatagg 660 

agggcccgag caggaattcg gtgtggacat agggccggtc tgcttcttgt aaaaacctga 720 

acccagaaac aacacaatcc gttgcaaacc caaaggaccc aagtactttc caatctcagt 780 

cactctagga ctctgcactg aatggctgac ctgacctgat gtccattcat cccaccctct 84 0 

cacagttcgg acttttctcc cctctctttc taagagacct gaactgggca gactgcaaaa 900 

taaaatctcg gtgttctatt tatttattgt cttcctgtaa gaccttcggg tcaaggcaga 960 

ggcaggaaac taactggtgt gagtcaaatg ccccctgagt gactgccccc agcccaggcc 1020 

agaagacctc ccttcaggtg ccgggcgcag gaactgtgtg tgtcctacac aatggtgcta 1080 

ttctgtgtca aacacctctg tattttttaa aacatcaatt gatattaaaa atgaaaagat 1140 

tattggaaag ta 1152 

<210> 24 

<211> 801 

<212> DNA 

<213> Homo sapien 

<400> 24 

ggtactctca ggcattgttt ctgattgaat ccagaggttg caagcatgcc ttcctgtatt 60 

acctgttgga gcaggtttaa ttttataaat tttaaacaca aactctatga gtttctagtt 120 

cataattgtt ctttttgggg atccactcag atgaacagta ttgcatctgt aagagatacc 180 

cacttcccag gaccagattt gattggaata tcagtggcaa cagactccat ctgtagctca 240 

tccagtacat cacccgctac atcgccagtc tgaagcagcg ttatacgcag agcaatgggc 300 

gcaggccgtt tggcatctct gccctcatcg tgggtttcga ctttgatggc actcctaggc 360 

tctatcagac tgacccctcg ggcacatacc atgcctggaa ggccaatgcc ataggccggg 420 

gtgccaagtc agtgcgtgag ttcctggaga agaactatac tgacgaagcc attgaaacag 480 

atgatctgac cattaagctg gtgatcaagg cactcctgga agtggttcag tcaggtggca 540 
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aaaacattga acttgctgtc atgaggcgag atcaatccct caagatttta aatcctgaag 600 

aaattgagaa gtatgttgct gaaattgaaa aagaaaaaga agaaaacgaa aagaagaaac 660 

aaaagaaagc atcatgatga ataaaatgtc tttgcttgta atttttaaat tcatatcaat 720 

catggatgag tctcgatgtg taggcctttc cattccattt attcacactg agtgtcctac 780 
aataaacttc cgtattttta a 



801 



<210> 25 

<211> 3111 

<212> DNA 

<213> Homo sapien 

<400> 25 

ggagaaacaa agtccacctc cctcatatac acacctcccc cttcttcttt cacttagttc 60 

acactccaga taggaccagg aataagttgt ctgggctttt atttcccccc accccaactt 120 

tagttccttc attttcacat cctgagtata acagcattag atatagaaaa acagtcttag 18 0 

aaataactcc tatgaaccac aactcaactt aat teat cat tggcttagga tatgatttcg 240 

aatgagatcc atttcaatga aacactattt aagttattta atttctcctg gagagggagg 3 00 

agtgactggg aactcagacc aggtggattc cttggagctc ttggaatgat caggttgtgt 360 

ggaaagctcc tcctaatcag ccagctgcat ttccagcgaa ggcagaagtt ggtttttaat 420 

cagagggagc agcacagcaa atactatgaa gttttatttg ttgtgatttg tacctctgga 480 

agagttagaa aaaagtagtt aaaaacaccc agaggagcaa acaccatatg taagactcct 540 

acaattttaa ttaaggcatt tagaatctcc ctccatacac actgttcctg tacccctgcc 600 

ttttgcctgc tttgcactcc ecaaaaageg gctaaaatgt tatagttaag tgggtgattc 660 

ctttcccatt ttctccccaa gcctggggtt tgaaattget gaaatcatgt ggccctctga 72 0 

gtcaacttgg gggtctaagt ttcagatcct tgcttccctt gtcccgggaa gagegtacaa 780 

aagceggget tctccatttg tcacttgtat tttttttctt cctctctgta ctctctgtct 840 

ctctctgcct ctatctctct ttctctgtct ccttctctgg ctctcttccc cttcctctct 900 

ccgctcccag gaccggcacg atggtgtccc gagccacagc tcgcggctct cccagctggg 960 

ctcggtgtcc caaggaccct actcgagcgc cccgccgctg tcccacaccc cgtcgtcgga 1020 

cttccagccg ccctacttcc caccccccta ccagccgctc ccctaccacc agagecagga 1080 

cccctactcc cacgtcaacg acccctactc cctgaaccca ctgcaccagc cccagcaaca 1140 

tccctggggg caeicggcagc ggcaagaagt * gggttcggaa gccggctctc tcctgcccca 1200 

gcctcgggcc gccttgcccc agetcteggg ccttgacccc eggagggact accactcggt 1260 

ccgccggccg gacgtgctgc tgeattegge gcaccacggc ctggacgcgg gcatgggtga 1320 
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cagcctctcg 


ccgcacggcc 


ucggccciucc cyydduyydd 


gaegtccagt 


cagttgaaga 


13 8 0 


cgccaacaac 


agcgycaugci 


duu>uci u uyya LL.ayi.uL.yLu 


attaaaaaag 


ttccagttcc 


1440 


cccca.sia.ucg 


gtgacuLCuc 


Udduyduydd Laaay auyy l. 


ttcctgggag gcatgtctgt 


1500 


caacaccggc 


gagguguuuu 


ycuccyuccc aggecyttug 


tctctgctca 


gttcaacttc 


1560 


gaagtacaaa 


gtaactgtgg 


gagaaguuca gagacggcug 


tcgccccctg 


aatgcctcaa 


1620 


tgcaucucuc 


c u eggeggag 


UCCtway aay dyLuaaaLuy 


aaaaatgggg 


ggagatcttt 


1680 


gcgagaaagg 


^ *r* ^ 9 o "a 

cuagaaaaaa 


ucgyuuuydd uttacccyLy 


ggcaggegea 


aagcagcaaa 


1740 


tgt cacgt fca 


^ «^ m ^* 4— y^t V"^ 

cucaccuccc 


rtrrt* rr/f a a rf rr a/Taacrr^hrrt* i* 

ugguggaagg agaagcuguu 


cacttagcta 


gggattttgg 


1800 

J. O \J \J 


gtacafcfctgc 


gaaaeggage 


ttcccyccaa ayL.uyLL.n-t 


gagtatttga 


accggcagca 


1860 


cacagacccg 


agtgacctgc 


acccccgaaa gaauaugcug 


ttggccacca 


agcaactttg 


J, £7 a \J 


taaagaatfct 


aeggat ctac 


uggcgcagga ccggacaccg 


atagggaaca 


gccgacccag 


-L -7 O V 


ccccatcctg 


gagcegggga 


uccagagcug ccccacgcac 


ttcagcctca 


tcacgcacgg 




ccccggcgcc 


ccggccattt 


gcgccgcgct cacggccctg 


cagaactatc 


tcaccgaggc 


2100 


get caaaggc 


atggacaaga 


tgttcttgaa caacaccacc 


actaacaggc 


acaegtctgg 


216 0 


ggaaggecca 


ggtagtaaaa 


ctggcgacaa ggaggagaaa 


cacaggaaat 


gaaaaatttt 


£l Zt A V 


taaaaaaaga 


aggaaaaatg 


ttttaaatac aaaaggaaaa 


acagacaaaa 


atttaatttt 


noon 


agctttaaaa 


tattggattg gctttggaag aattatatta 


ggtagaatac 


acatacaatc 




aaaattttaa 


aaaaaaaagc 


taaataactt aaaaaaaaac 


tgaggegtae 


aacggagcaa 


£i *± L* U 


caatateggt 


tctcagtgtc 


tatttcaaga tacatttgga 


gacaaccgtc 


eggattttec 


*S *± D U 


act teggute 


tttcgagttt 


agtaatactg ataataaaag 


aaaaccatga 


tttccccttc 




cct ttggaaa 


ataaacataa 


gactaaacat gagaaaaacg 


ctaacttatt 


ggaagaaaat 


^ J o u 


eggagaaacg 


ttggtgtcaa 


tgctttgaga gctggttgac 


tgagaegcac 


gaacttttta 


2640 


attttaaata 


tatttttagg 


aaactctcgc agtccccgcc 


ctccatctca 


cctcacccgt 




ctcccaacca 


cccttttcca 


tgttaccctc ccttcctcac 


attgttacgg 


gaatcttctg 


2760 


ggatgaaaat 


gagtgtggtt 


ggcccttttg cgttgtttca 


gtcctctcgg 


tacctccccg 


«6 O dS V 


cccagccctg 


cgatcttaac 


tcaccgggcc cggctccccg 


gccgcttgca 


taattaggga 


2880 


gggegaggge ggggegggag gcctgtggag accaggegga 


ggctgeaatt 


tttggtgccg 


2940 


gccjggcagag 


caggttctgg 


. eggctgagga aaatccggac..caataagutg_ attcaaacat.. 


.3000. 


catcagttcc 


tttcagaaat 


gttactagct cccagccttg 


ccagcatctg 


catagagaga 


3060 


atctcacatt 


tattatattt 


gtgtcatcta ctaattttat 


gaactatagt 


a 


3111 
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<210> 26 
<211> 2480 
<212> DNA 
<213> Homo sapien 

<400> 26 ^ w 

gttttttctc tttgctgagg cttacttgtc cagcctattg tttgagacaa cagatataag 

ttgcgatggg agaggagcgt cggatttggt gtgtatcccc catttccaat tatagatgga 120 

tcattacaga cagcggagtc ctgagaagcc agacatctgc tcctcacatg aatgcactca 180 

cctcctagag accaggctgc catcatgctc tggaagcttg tggagaatgt caagtacgaa 24 0 

gatatctatg agatgttagt ccacacctat tcatccatgg accggcacga tggtgtcccg 3 00 

agccacagct cgcggctctc ccagctgggc tcggtgtccc aaggacccta ctcgagcgcc 360 

ccgccgctgt cccacacccc gtcgtcggac ttccagccgc cctacttccc acccccctac 420 

cagccgctcc cctaccacca gagccaggac ccctactccc acgtcaacga cccctactcc 480 

ctgaacccac tgcaccagcc ccagcaacat ccctgggggc aacggcagcg gcaagaagtg 54 0 

ggttcggaag ccggctctct cctgccccag cctcgggccg ccttgcccca gctctcgggc 600 

cttgaccccc ggagggacta ccactcggtc cgccggccgg acgtgctgct gcattcggcg 660 

caccacggcc tggacgcggg catgggtgac agcctctcgc tgcacggcct cggccatccc 720 

ggaatggaag acgtccagtc agttgaagat gccaataaca gcggcatgaa tctattggac 78 0 

cagtctgtca ttaaaaaagt tccagttcct cccaaatcgg tgacttctct aatgatgaat 84 0 

aaagacggct tcctgggagg catgtctgtc aacaccggcg aggtgttttg ctccgtccca 900 

ggccgtttgt ctctgctcag ttcaacttcg aagtacaaag taactgtggg agaagttcag 960 

agacggctgt cgccccctga atgcctcaat gcatctctcc tcggcggagt cctcagaaga 1020 

gccaaatcga aaaatggggg gagatctttg cgagaaaggc tagaaaaaat cggtttgaat 1080 

ttacccgcgg gcaggcgcaa agcagcaaat gtcacgttac tcacctccct ggtggaagga 1140 

gaagctgttc acttagctag ggattttggg tacatttgcg aaacggagtt tcccgccaaa 12 00 

gccgtctctg agtatttgaa ccggcagcac acagacccga gtgacctgca ctcccgaaag 1260 

aatatgctgt tggccaccaa gcaactttgt aaagaattta cggatctact ggcgcaggac 1320 

cggacaccga tagggaacag ccgacccagc cccatcctgg agccggggat ccagagctgc 13 80 

ctcacgcact tcagcctcat cacgcacggc ttcggcgccc cggccatttg cgccgcgctc 1440 

acggccctgc agaactatct caccgaggcg ctcaaaggca tggacaagat gttcttgaac .1500 

aacaccacca ctaacaggca cacgtctggg gaaggcccag gtagtaaaac tggcgacaag 156 0 

gaggagaaac acaggaaatg aaaaattttt aaaaaaagaa ggaaaaatgt tttaaataca 162 0 

aaaggaaaaa cagacaaaaa tttaatttta gctttaaaat attggattgg ctttggaaga 1680 
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attatattag gtagaataca catacaatca 
aaaaaaaact gaggcgtaca acggagcaac 
acatttggag acaaccgtcc ggattttcca 
taataaaaga aaaccatgat ttccccttcc 
agaaaaacgc taacttattg gaagaaaatc 
ctggttgact gagacgcacg aactttttaa 
gtccccgccc tccatctcac ctcacccgtc 
cttcctcaca ttgttacggg aatcttctgg 
gttgtttcag tcctctcggt acctccccgc 
ggctccccgg ccgcttgcat aattagggag 
ccaggcggag gctgcaattt ttggtgccgg 
aatccggacc aataagttga ttcaaacatc 
ccagccttgc cagcatctgc atagagagaa 
taattttatg aactatagta 

<210> 27 

<211> 1437 

<212> DNA 

<213> Homo sapien 

<400> 27 

tgagaagggc aaatgctatc attggaaaaa 
aagtggagag ttactatgtt tctaattttt 
gccattgact aatagttgag tataacacag 
ctaatatttt caaagaactg tggaagccta 
gagtttagga ctgcagcctt cattttcatt 
tgttcttctc cggccacctg ttttcatagt 
cctatatggc agtaagaaaa tgatgtgctt 
ctttcagttt gtacatatga tgcacagaga 
acaaacaaag aaactagaaa atgaaaccat 
ctgtgataaa ctgtggtcac tggctgtggc 
ttcagacact gaggggcacc agaggagcag 
tcctggacaa tcagtaaaga gtaccatatt 
ccacaggaaa atctacctga tttttataat 
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aaattttaaa 


aaaaaaagct 


aaataactta 


1740 


aatatcggtt 


ctcagtgtct 


atttcaagat 


1800 


cttcggttct 


ttcgagttta gtaatactga 


1860 


ctttggaaaa 


taaacataag 


actaaacatg 


1920 


ggagaaacgt 


tggtgtcaat 


gctttgagag 


1980 


ttttaaatat 


atttttagga 


aactctcgca 


2040 


tcccaaccac 


ccttttccat 


gttaccctcc 


2100 


gatgaaaatg 


agtgtggttg gcccttttgc 


2160 


ccagccctgc 


gatcttaact 


caccgggccc 


2220 


ggcgagggcg 


gggcgggagg 


cctgtggaga 


2280 


ccggcagagc 


aggttctggc 


ggctgaggaa 


2340 


atcagttcct 


ttcagaaatg 


ttactagctc 


2400 


tctcacattt 


attatatttg 


tgtcatctac 


2460 
2480 



ctgacaaaag tcccaatagg aaaaataagg 60 

catgtgcttc tatttttttc ctacttcaga 120 

gttgtgtttc cgggctgctg aaacatgaca 180 

aaaggaagcc aatgagaaat aactaaatga 24 0 

caaagattta aaagtttcca taaagtaaaa 300 

tctgtgtttt ccttcaggcc tttctggctt 360 

aatgattaca aatttcatat ggaatacgaa 420 

tgcttttgtg gttttattgg ttttcatatt 480 

tccaaaagtg gaagtaattt ctcactgccc 540 

agcaactatt ataagatgct ctgaaaactc 600 

actacaagaa tggcacacgc tatggaaaac 660 

gatgaagaag tgggctttgc tctgccaaat 720 

gactggatgt tcattgctaa acatctgcct 780 
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gatctcatag 
gatcatctca 
atggcatatg 
gctgttcctt 
gactgtgtct 
atggacgfctt 
ctattggtgg 
ttatatgtca 
agttaacttt 
ttatttattt 
acttgaaacc 



agtctggcca 

cagaccacaa 

tgtggggcaa 

actgccaact 

tggcaaactg 

tgttctcatt 

aaatagcagc 

atttacgtaa 

atccttaaca 

ttgtgtatta 

tctgtaggag 



gcttcgagaa 

gtcacagcgc 

aggtcatgga 

ctccaagaaa 

gaagaaaaag 

tcgtgatgga 

tgcttctgca 

gcagagcaat 

agtacaacat 

cctaaaatat 

ataaaaattt 



agagttgaga 

cttgcacgtc 

gatgtccgta 

ctggaactgc 

gatcctaata 

gactgcagta 

atcaaagtac 

cacttcggag 

gggatcattt 

aaaatctcag 

tcaataaaat 



agttaaacat 

tagttctggg 

aggtcttgcc 

ctcctatttt 

agcccctgac 

aaggattctt 

gtctatcctc 

cctaaactat 

aattgggggt 

agccatatac 

ctggctttgg 



gctcagcatt 

atgcatcacc 

aagaaatatt 

ggtttatgca 

ttatgagaac 

cctggtctct 

acttcaaaat 

actaagcatg 

aaaggatcaa 

ttaaaatcca 

aactata 



<210> 28 

<211> 1911 

<212> DNA 

<213> Homo sapien 

<400> 28 

cggagagacc tgggctggcg 
accctactct cttcgctgag 
cgacccgggg ctagcgtgcg 
acgggggacc gggaaacttt 
ccggcagcgg cccgaaaccc 
catgccctgc gcgctccggg 
gggggcgccg cggccgtgcg 
gctgcagctg gagctctgcg 
ctgtgatgct gcccactgtg 
cttctctaga cttcttgatc 
ctctcttgca agcacgacag 
caccataccc acattggaat 
tgttctctct cctcccaggg 
gcctgcctga tctatagact 
tgttaatgta attagagaca 
attgagtggc ttttatgtct 



cgggcgggag ctgcggcgga 
aacggccgct agcggggact 
tccctagagt cgagcggggc 
tctgggctcc tgggcgcgcc 
agccccgccg ctgacggcgc 
ggtcgtaggc tgccgccgag 
gggcgtcaat ggatcgccac 
ccatggccgt gctgctcacc 
tagccactgg ttatatgtgt 
ctcagaactc aaattcccca 
acatctgcca agccaaacag 
gctgtcatga agacatgtgc 
gtgaggcctc aggtaggtgg 
tgtgacagcc acgactttgt 
ccagagggag aagcctggct 
gagcattaga tgtctgtcta 



tacccttgcg 

gaaggccggg 

aagggagcca 

ctgtagccgc 

ccgccgctcc 

ccggggctcc 

tccagctaca 

aaaggtgaaa 

aaatctgagc 

ctcacccatg 

gcccgaaacc 

aattacagag 

aagccgtttc 

atgtctgcta 

ggatgcaaag 

cataataggt 



tgctgtggag 

agcccactcc 

gtggccgccg 

gctccatgct 

gggcagggcc 

ggaagccggc 

tcttcatctg 

ttcgatgcta 

tcagcgcctg 

gctgcctgga 

actctggcac 

ggctgcacga 

taaccagaat 

ttgattttgt 

atgcatcttg 

tttgcctgtt 



840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1437 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
78 0. 
840 
900 
960 
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ttttcaacat 
aaatgcgttt 
attgtaagct 
ctaggaggag 
aggtatcagc 
aaagagttgt 
gtgttgctta 
cagcggcaac 
gggcaggttg 
tgtctgacct 
gttcactggg 
tgaactacac 
atctgaagac 
cttggatatt 
tgctttaaaa 
gcatccaagg 



tttgaagaca 
gtaagcttct 
tctttttaat 
ttagcatgga 
atgatggtag 
ggttccgggc 
ttatgttggc 
agatgctctc 
caaagttaga 
gtgataaaat 
gcatgtacag 
ttactgaaca 
aaactcattt 
tcttctgaag 
ttataaaaag 
gagctggaat 



ttaaaaggcc 
tcagatagtt 
ggaattcttg 
gtttgatcat 
cagaaacctt 
agcggtcatt 
cctgaggatg 
ccgtttgcac 
cttggaatgc 
gagacaagca 
tgggcacggg 
gcttgaaggc 
aatcatcttt 
gattatttgc 
caaagagaag 
tgagtaccta 



attacatctc 
ttgcaatgtt 
gttaaaatga 
tttctttgta 
atcaccaagg 
gccgtgccca 
cttcgaagtg 
tacagctttc 
atggtgccgg 
gacctcagca 
aagctggaat 
cttttgagtt 
gagagacaaa 
acagacttaa 
actttgtaca 
aataaacaaa 



agtaatgaca 
ttctaaatat 
attgatgatt 
ctcctttagg 
tgcaggagct 
ttgctggagg 
aaaataagag 
acggacacca 
tcagtgggca 
acgataagat 
tcgtatgacg 
ctgctggaca 
atgacctctg 
atacagttaa 
cactgtcacc 
aatgtgccct 



gtctgtaaac 
cgttgattta 
atgaatatcc 
acaaggaaac 
gacttcttcc 
gctgatttta 
gctgcaggat 
ttccaaaaag 
cgagaactgc 
cctctcgctt 
gagtcttatc 
ggagcacttt 
caaacagaat 
atgtgttatt 

agggttattt 



<210> 29 

<211> 1413 

<212> DNA 

<213> Homo sapien 

<400> 29 

cggagagacc tgggctggcg cgggcgggag ctgcggcgga tacccttgcg 
accctactct cttcgctgag aacggccgct agcggggact gaaggccggg 
cgacccgggg ctagcgtgcg tccctagagt cgagcggggc aagggagcca 
acgggggacc gggaaacttt tctgggctcc tgggcgcgcc ctgtagccgc 
ccggcagcgg cccgaaaccc agccccgccg ctgacggcgc ccgccgctcc 
catgccctgc gcgctccggg ggtcgtaggc tgccgccgag ccggggctcc 
gggggcgccg cggccgtgcg gggcgtcaat ggatcgccac tccagctaca 
gctgcagctg gagctctgcg ccatggccgt gctgctcacc. aaaggtgaaa 
ctgtgatgct gcccactgtg tagccactgg ttatatgtgt aaatctgagc 
cttctctaga cttcttgatc ctcagaactc aaattcccca ctcacccatg 
ctctcttgca agcacgacag acatctgcca agccaaacag gcccgaaacc 



1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1911 



tgctgtggag 

agcccactcc 

gtggccgccg 

gctccatgct 

gggcagggcc 

ggaagccggc 

tcttcatctg 

ttcgatgcta 

tcagcgcctg 

gctgcctgga 

actctggcac 



60 
120 
180 
240 
300 
360 
420 
480- 
540 
600 

660 
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caccataccc 


acattggaat gctgtcatga 


agacaaggaa 


acaggtatca 


gcatgatggt 


720 


agcagaaacc 


ttatcaccaa ggtgcaggag 


ctgacttctt 


ccaaagagtt 


gtggttccgg 


780 


gcagcggtca 


ttgccgtgcc cattgctgga 


gggctgattt 


tagtgttgct 


tattatgttg 


840 


gccctgagga 


tgcttcgaag tgaaaataag 


aggctgcagg 


ateageggea 


acagatgetc 


900 


tcccgtttgc 


actacagctt tcacggacac 


cattccaaaa 


aggggcaggt 


tgcaaagtta 


960 


gacttggaat 


gcatggtgcc ggtcagtggg 


cacgagaact 


gctgtctgac 


ctgtgataaa 


1020 


atgagacaag 


cagacctcag caacgataag 


atcctctcgc 


ttgttcactg gggcatgtac 


1080 


agtgggcacg ggaagctgga attcgtatga 


cggagtctta 


tctgaactac 


acttactgaa 


1140 


cagcttgaag 


gccttttgag ttctgctgga 


caggagcact 


ttatctgaag 


acaaactcat 


1200 


ttaatcatct 


ttgagagaca aaatgacctc 


tgcaaacaga 


atcttggata 


tttcttctga 


1260 


aggattattt 


gcacagactt aaatacagtt 


aaatgtgtta 


tttgctttaa 


aattataaaa 


1320 


agcaaagaga 


agactttgta cacactgtca 


ccagggttat 


ttgcatccaa 


gggagctgga 


1380 


attgagtacc 


taaataaaca aaaatgtgcc 


eta 






1413 


<210> 30 

<211> 2533 

<212> DNA 

<213> Homo sapien 










<400> 30 
atccacttcc 


gggctcggca gctagactag 


egggggcage 


etcagagegg gtgagcttgg 


60 


ggacgcacgg 


agaggtgcag ctgggtgagt 


gggcggcgcc 


gtgegecgag ggcatggagg 


120 


agggagcgct 


gaggccggcg cgtgcgccgt 


ggccggggcg 


cgccccggcc gecatcgaga 


180 


ctgagggcag 


gaccctcggc ccttcgatga 


ttgtacgctg 


ggtgctcgat 


gggaggaggg 


240 


tttgctgggt 


gagctggttc agactccttg 


aaaaatcatc 


gtcactcttt 


cttcctcgcg 


300 


gacgtcctgc 


ccatcgctct gagccggcgc 


cccaagtaga 


gecagagtag 


ttcgtaccca 


360 


gccttttcac 


gtaactcggc cgaggtggtt 


cttctccgaa 


ttttttccgt 


caggcccaga 


420 


ttagcagatt 


ttggggtcag ctgggagagg 


cgttaacttt 


tcttcgcaca 


etcttgettt 


480 


gtgcgctcaa 


ccacagtctg aattctcgca 


gaggegttec 


ttgagtagee 


cttggccaca 


540 


ctgctcacct 


ccctgcagaa gtcaaagccc 


cagccctcct 


ctgcgaatcc 


cgaggccagc 


600 


ctggttggtt 


accttctccc cttcgccctt 


tactccaggc cgtccagcat caaacactag 


660 


cctccacacg 


tggaaaagac cctgactccc 


acagtagact 


agtcttatgg gagtcctggc 


720 


tcttgggcca 


ggctgcatta ggaaaatgga 


aaccagactg 


tcttcaaatt 


cttctgccta 


780 


gccttagcca 


ttagagagag gtcctgctaa 


agatggactg 


caaatgeget 


tgatggaagg 


840 
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agatgtcaat tccactgaag tcctcatttc tgctaggagc tacctgtgca ccctgcctcc 900 

ggctctcctg agcagagaga tcctgatggc tgactcagaa gcactcccct cccttgctgg 960 

ggacccagtg gctgtggaag ccttgctccg ggccgtgttt ggggttgttg tggatgaggc 1020 

cattcagaaa ggaaccagtg tctcccagaa ggtctgtgag tggaaggagc ctgaggagct 1080 

gaagcagctg ctggatttgg agctgcggag ccagggcgag tcacagaagc agatcctgga 1140 

gcggtgtcgg gctgtgattc gctacagtgt caagactggt caccctcggt tcttcaacca 1200 

gctcttctct gggttggatc cccatgctct ggccgggcgc attatcactg agagcctcaa 1260 

caccagccag tgagcatccc aaggcccctc taccatccca caaaggattt aggtttgcta 132 0 

gagaggtgcc tgaggggtag gggaggagaa tggttctgcc ctctctctac tgcttctggg 1380 

aatccctgtc ggcagagagt ttttcctcat atcctttgga cccactttct ccaaactttc 1440 

tcaggcctcc tgacccctgt tttctctttc ttgcttccct ggttctgtca ccaactcgtt 1500 

cttctccttg gactgttgct ttgctcactc ttcactgcct cctttttgtg actcctgtgc 1560 

agtttaaggg cctgtctggg cagtccctcc ccatctctcc tttctcgtcg ttctctctcc 1620 

tggcaggtac acatatgaaa tcgcccccgt gtttgtgctc atggaagagg aggtgctgag 1680 

gaaactgcgg gccctggtgg gctggagctc tggggacgga atcttctgcc ctggtggctc 1740 

catctccaac atgtatgctg taaatctggc ccgctatcag cgctacccgg attgcaagca 1800 

gaggggcctc cgcacactgc cgcccctggc cctattcaca tcgaaggagg tggggaagag 1860 

gcacaggccc aaccctgggc tcctgattct aatctccagc cagctaagta gagaccttcc 1920 

aggtcttctc cctgccctcc ctacatcctc caaggccagc ctgcccccag gcggatgtgc 1980 

ttccttccaa tcaaggaggt caagtaactg ctcctgttca cattgccttc tgtttggggg 2040 

cagaggaggg gccgtgagtg cagtggacac agtccatact cttcctactc aagagtgtgg 2100 

tctgtggacc agcagcattg gtatgacctg gggcttgtta gaaatgcaga atctggccgg 2160 

gcacggtgac tcacgcctgt aatcccagca ctttgagagg ctgaggtggg tggattgcct 2220 

gagctcagga gtttgatacc accctgggaa acatagtgaa ataaataggg aaaagcaata 22 80 

tcaggaaaag tattaaggag ggatatttaa tctattccat tcaaaataac ctttaaagtc 2340 

tttactgtta tgatccttaa caaatacaac atacattcct aaagattttt ccaagtcatt 2400 

ctgtaactaa ggagacaata tgatctttca actagtttct catctaatta tgcttttact 2460 

tcagcafcgga cgtactctga "cctcaacctt ccccagcagg ttattttttg ttacccctgc 2520 

2533 

gtgacacctc agt 



<210> 31 
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<211> 1961 

<212> DNA 

<213> Homo sapien 

<400> 31 



atccacttcc 


gggctcggca 


gctagactag 


cgggggcagc 


ctcagagcgg 


gtgagcttgg 


60 


ggacgcacgg 


agaggtgcag 


ctgggtgagt 


gggcggcgcc 


gtgcgccgag 


ggcatggagg 


120 


agggagcgct 


gaggccggcg 


cgtgcgccgt 


ggccggggcg 


cgccccggcc 


gccatcgaga 


180 


ctgagggcag 


gaccctcggc 


ccttcgatga 


ttgtacgctg ggtgctcgat 


gggaggaggg 


240 


tttgctgggt 


gagctggttc 


agactccttg 


aaaaatcatc 


gtcactcttt 


cttcctcgcg 


300 


gacgtcctgc 


ccatcgctct 


gagccggcgc 


cccaagtaga 


gccagagtag 


ttcgtaccca 


360 


gccttttcac 


gtaactcggc 


cgaggtggtt 


cttctccgaa 


ttttttccgt 


caggcccaga 


420 


ttagcagatt 


ttggggtcag 


ctgggagagg 


cgttaacttt 


tcttcgcaca 


ctcttgcttt 


480 


gtgcgctcaa 


ccacagtctg 


aattctcgca 


gaggcgttcc 


ttgagtagcc 


cttggccaca 


540 


ctgctcacct 


ccctgcagaa 


gtcaaagccc 


cagccctcct 


ctgcgaatcc 


cgaggccagc 


600 


ctggttggtt 


accttctccc 


cttcgccctt 


tactccaggc 


cgtccagcat 


caaacactag 


660 


cctccacacg 


tggaaaagac 


cctgactccc 


acagtagact 


agtcttatgg 


gagtcctggc 


720 


tcttgggcca 


ggctgcatta 


ggaaaatgga 


aaccagactg tcttcaaatt 


cttctgccta 


780 


gccttagcca 


ttagagagag 


gtcctgctaa 


agatggactg 


caaatgcgct 


tgatggaagg 


840 


agatgtcaat 


tccactgaag 


tcctcatttc 


tgctaggagc 


tacctgtgca 


ccctgcctcc 


900 


ggctctcctg 


agcagagaga 


tcctgatggc 


tgactcagaa 


gcactcccct 


cccttgctgg 


960 


ggacccagtg 


gctgtggaag 


ccttgctccg ggccgtgttt 


ggggttgttg 


tggatgaggc 


1020 


cattcagaaa 


ggaaccagtg 


tctcccagaa 


ggtctgtgag 


tggaaggagc 


ctgaggagct 


1080 


gaagcagctg 


ctggatttgg 


agctgcggag 


ccagggcgag 


tcacagaagc 


agatcctgga 


1140 


gcggtgtcgg 


gctgtgattc 


gctacagtgt 


caagactggt 


caccctcggt 


tcttcaacca 


1200 


gctcttctct 


gggttggatc 


cccatgctct 


ggccgggcgc 


attatcactg 


agagcctcaa 


1260 


caccagccag 


tgagcatccc 


aaggcccctc 


taccatccca 


caaaggattt 


aggtttgcta 


1320 


gagaggtgcc 


tgaggggtag 


gggaggagaa 


tggttctgcc 


ctctctctac 


tgcttctggg 


1380 


aatccctgtc 


ggcagagagt 


ttttcctcat 


atcctttgga 


cccactttct 


ccaaactttc 


1440 


tcaggcctcc 


tgacccctgt 


tttctctttc 


ttgcttccct 


ggttctgtca 


ccaactcgtt 


1500 


cttctccttg 


gactgttgct 


ttgctcactc 


ttcactgcct 


cctttttgtg 


actcctgtgc 


1560 


agtttaaggg 


cctgtctggg 


cagtccctcc 


ccatctctcc 


tttctcgtcg 


ttctctctcc 


1620 


tggcaggtac 


acatatgaaa 


tcgcccccgt 


gtttgtgctc 


atggaagagg 


aggtgctgag 


1680 
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gaaactgcgg gccctggtgg gctggagctc tggggacgga atcttctgcc ctggtttgtg 174 0 

agaaggagga ggacctttct ttgccctttt tatgagttcc tcctccccca ccgttctctt 1800 

gctctagtgt ctggcaggga gggatgattc ctctttgatt cctctccagc tggacccagg 1860 

ccaggccagg gaggcggctg cctggtccct tcatgctcat gtttgtcacc attccctggg 1920 

gtcagtggtc tagttcctgc tatctccgga cgggggctgt c 1961 

<210> 32 
<211> 1228 
<212> DNA 
<213> Homo sapien 

<400> 32 

cgcagcttct gagaccaggg ttgctccgag taaaggggga caggagacgt gcggggcagg 60 

acctcggggc tggatgcaga ggccggggtg gtggaaaggg gaggagaact gggcagggca 120 

gataagtggg tggggcctct ggaggtggcg ggggcaaggt tggagccccg ggacgaagaa 180 

gggacgcggg tcagcgaggc ctgaagagtg ggaggagatg ggacccggct gtagagtgcc 240 

cagaggtcta ggccaggggc cgcgctgccg caggaagatg cgagagtttg gctttggtga 300 

tctggtccac ccggggccag tcttgccccc tctgccaccg cagcgtaggg cctcctgcat 36 0 

tccgtttctc tggccggaag ggtctagtgt tcatccctct caggctttgg cctcctccca 42 0 

ctctcccgcc ctggggccca ttcgtttagg aagaatggga gagccggtcg tggcccctgg 48 0 

gcggggtaaa ggagggaggc ttggtaaacc tctgctgggg aggacccagt acagtggcag 54 0 

ctccttgtcg gggaaagaac ggatctgcgt cacacgctct tacaggggaa ccctaagggg 600 

cctgaggggt agggcttggt ctccacccag agggaaggag aaatttttcg agtcgtaaag 660 

aaatgtatca gaagccatgg aacatttaca gccgcacacg ctgggtctcc caacaaacag 720 

atccccaaaa tattttccag tgctgtactc gtggcataga cccagaccca cagaccagga 780 

ggaagcgcta gagatgtcaa cagccaacaa aaacagtgct ttacacactt gtaaaattgt 840 

gacctacagg ggctgggcac tgtggctcac gcctgtaacc ccagcacttt gggtggccaa 900 

ggtgggagga ttgcttgagc cccaggagtt tgagatcagc ctggcaaaca tggtaaaatc 960 

ctgtctctac taaaaataca aaaattagct gggcgtggtg gtgcatgcct gtaatcccag 1020 

ctacctggga ggctgaggca ggagaattgc tggaacccaa gaggcggagg ctgcagtgag 1080 

ccgagattgc gccattgcac ttcagtctcg gccacagagc gagagtccgt ctcaaaaaaa 1140 

aaaaaaaaaa aaaa~aaaaaa ggaattagct tggcatggtg gcgtgtgcct tgcagcgagc 1200 

tgtacgtgat cagtgccact gcactcca 1228 



<210> 33 
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<211> 2620 

<212> DNA 

<213> Homo sapien 

<400> 33 



acagtggcat 


aaacatgggc 


tttggcgtca 


gacagccctg 


agcggggccc 


cattgcccca 


60 


cccccgagga 


aggcgagggg gggtggcagg 


gggctgcgga 


aaggggctgg 


gctgggttgg 


120 


gctgtctgca gctctagtcc aggaggctga 


gacttcgaga 


gggacttaga 


gaaggcagac 


180 


gcatcccgaa 


ctcgctggag gacaaggctc 


agctcttgcc 


aggccaaatt 


gagacatgtc 


240 


tgacacaagc 


gagagtggtg 


caggtctaac 


tcgcttccag 


gctgaagctt 


cagaaaagga 


300 


cagtagctcg 


atgatgcaga 


ctctgttgac 


agtgacccag 


aatgtggagg 


tcccagagac 


360 


accgaaggcc 


tcaaaggcac 


tggaggtctc 


agaggatgtg 


aaggtctcaa 


aagcctctgg 


420 


ggtctcaaag 


gccacagagg tctcaaagac 


cccagaggct 


cgggaggcac 


ctgccaccca 


480 


ggcctcatct 


•actactcagc 


tgactgatac 


ccaggttctg 


gcagctgaaa 


acaagagtct 


540 


agcagctgac 


accaagaaac 


agaatgctga 


cccgcaggct 


gtgacaatgc 


ctgccactga 


600 


gaccaaaaag 


gtcagccatg 


tggctgatac 


aaaggtcaat 


acaaaggctc 


aggagactga 


660 


ggctgcaccc 


tctcaggccc 


cagcagatga 


acctgagcct 


gagagtgcag 


ctgcccagtc 


720 


tcaggagaat 


caggatactc 


ggcccaaggt 


caaagccaag 


aaagcccgaa 


aggtgaagca 


780 


tctggatggg 


gaagaggatg gcagcagtga 


tcagagtcag 


gcttctggaa 


ccacaggtgg 


840 


ccgaagggtc 


tcaaaggccc 


taatggcctc 


aatggcccgc 


agggcttcaa 


ggggtcccat 


900 


agccttttgg 


gcccgcaggg 


catcaaggac 


tcggttggct 


gcttgggccc 


ggagagcctt 


960 


gctctccctg 


agatcaccta 


aagcccgtag 


gggcaaggct 


cgccgtagag 


ctgccaagct 


1020 


ccagtcatcc 


caagagcctg 


aagcaccacc 


acctcgggat 


gtggcccttt 


tgcaagggag 


1080 


ggcaaatgat 


ttggtgaagt 


accttttggc 


taaagaccag 


acgaagattc 


ccatcaagcg 


1140 


ctcggacatg 


ctgaaggaca 


tcatcaaaga 


atacactgat 


gtgtaccccg 


aaatcattga 


1200 


acgagcaggc 


tattccttgg agaaggtatt 


tgggattcaa 


ttgaaggaaa 


ttgataagaa 


1260 


tgaccacttg 


tacattcttc 


tcagcacctt 


agagcccact 


gatgcaggca 


tactgggaac 


1320 


gactaaggac 


tcacccaagc 


tgggtctgct 


catggtgctt 


cttagcatca 


tcttcatgaa 


1380 


tggaaatcgg 


tccagtgagg 


gtgagtggct 


gggcttgcag 


ctgaatgggt 


ggctgtggtc 


1440 


tagattccat 


gtgttcaatt 


tctgtccctg 


tctcctcttg 


cctcccctcg 


cagctgtcat 


1500 


ctgggaggtg 


ctgcgcaagt 


tggggctgcg 


cccfegggtat 


gattgggctc 


tctcagcgct 


1560 


tgctgtccgt 


gttgtccttt 


ggcaagagag 


gacggtccta 


ggattgcatc 


agtctggtgg 


1620 


tctggtggag 


cgggtggggt 


gctggactgg 


gtagagggcc 


cagggttctg 


acctgggtgg 


1680 
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atgatgggtg aatggtcctg aactctctgc tccctctctc agtgtctctt gggcttctat 1740 

ggagcttccc tcttgtgctg gaaacctctt ttccatcttg gaaatgcctc tgcccacatc 1800 

tgggaagtgc catagccttg agtgaattta tttgtttatt tatttttctt tttcttctct 1860 

caggatacat cattcactct ttggggacgt gaagaagctc atcactgatg agtttgtgaa 192 0 

gcagaagtac ctggactatg ccagagtccc caatagcaat ccccctgaat atgagttctt 1980 

ctggggcctg cgctcttact atgagaccag caagatgaaa gtcctcaagt ttgcctgcaa 2040 

ggtacaaaag aaggatccca aggaatgggc agctcagtac cgagaggcga tggaagcgga 2100 

tttgaaggct gcagctgagg ctgcagctga agccaaggct agggccgaga ttagagctcg 2160 

aatgggcatt gggctcggct cggagaatgc tgccgggccc tgcaactggg acgaagctga 2220 

tatcggaccc tgggccaaag cccggatcca ggcgggagca gaagctaaag ccaaagccca 2280 

agagagtggc agtgccagca ctggtgccag taccagtacc aataacagtg ccagtgccag 2340 

tgccagcacc agtggtggct tcagtgctgg tgccagcctg accgccactc tcacatttgg 2400 

gctcttcgct ggccttggtg gagctggtgc cagcaccagt ggcagctctg gtgcctgtgg 2460 

tttctcctac aagtgagatt ttagatattg ttaatcctgc cagtctttct cttcaagcca 252 0 

gggtgcatcc tcagaaacct actcaacaca gcactctagg cagccactat caatcaattg 2580 

aagttgacac tctgcattaa atctatttgc catttcaaaa 2620 

<210> 34 

<211> 2787 

<212> DNA 

<213> Homo sapien 

<400> 34 

acagtggcat aaacatgggc tttggcgtca gacagccctg agcggggccc cattgcccca 60 

cccccgagga aggcgagggg gggtggcagg gggctgcgga aaggggctgg gctgggttgg 120 

gctgtctgca gctctagtcc aggaggctga gacttcgaga gggacttaga gaaggcagac 180 

gcatcccgaa ctcgctggag gacaaggctc agctcttgcc aggccaaatt gagacatgtc 240 

tgacacaagc gagagtggtg caggtctaac tcgcttccag gctgaagctt cagaaaagga 3 00 

cagtagctcg atgatgcaga ctctgttgac agtgacccag aatgtggagg tcccagagac 360 

accgaaggcc tcaaaggcac tggaggtctc agaggatgtg aaggtctcaa aagcctctgg 420 

ggtctcaaag gccacagagg tctcaaagac cccagaggct cgggaggcac ctgccaccca 480 

" ggcctcatct actactcagc tgactgatac ccaggttctg gcagctgaaa acaagagtct 540 

agcagctgac accaagaaac agaatgctga cccgcaggct gtgacaatgc ctgccactga 600 

gaccaaaaag gtcagccatg tggctgatac aaaggtcaat acaaaggctc aggagactga 660 
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ggctgcaccc 
tcaggagaat 
tctggatggg 
ccgaagggtc 
agccttttgg 
gctctccctg 
ccagtcatcc 
ggcaaatgat 
ctcgggtaaa 
accattgtgc 
gatttggcag 
gtggttggca 
tgctcacaac 
gtgtaccccg 
ttgaaggaaa 
gatgcaggca 
cttagcatca 
cgcaagttgg 
gtcctttggc 
gtggggtgct 
ggtcctgaac 
tgtgctggaa 
agccttgagt 
tcactctttg 
gactatgcca 
tcttactatg 
gatcccaagg 
gctgaggctg 
ctcggctcgg 
gccaaagccc 
gccagcactg 



tctcaggccc 
caggatactc 
gaagaggatg 
tcaaaggccc 
gcccgcaggg 
agatcaccta 
caagagcctg 
ttggtgaagt 
gtcctaccaa 
tggggatatc 
tgctagcatc 
aagagtctat 
actctcccct 
aaatcattga 
ttgataagaa 
tactgggaac 
tcttcatgaa 
ggctgcgccc 
aagagaggac 
ggactgggta 
tctctgctcc 
acctcttttc 
gaatttattt 
gggacgtgaa 
gagtccccaa 
agaccagcaa 
aatgggcagc 
cagctgaagc 
agaatgctgc 
ggatccaggc 
gtgccagtac 



cagcagatga 
ggcccaaggt 
gcagcagtga 
taatggcctc 
catcaaggac 
aagcccgtag 
aagcaccacc 
accttttggc 
tcctccctct 
ccctgctctt 
tctgttgata 
agcttgggca 
tgcagacatg 
acgagcaggc 
tgaccacttg 
gactaaggac 
tggaaatcgg 
tgggtatgat 
ggtcctagga 
gagggcccag 
ctctctcagt 
catcttggaa 
gtttatttat 
gaagctcatc 
tagcaatccc 
gatgaaagtc 
tcagtaccga 
caaggctagg 
cgggccctgc 
gggagcagaa 
cagtaccaat 



30 

acctgagcct 



caaagccaag 
tcagagtcag 
aatggcccgc 
tcggttggct 
gggcaaggct 
acctcgggat 
taaagaccag 
gccctgagct 
atgcttatgt 
agcacagaac 
tcagggccac 
ctgaaggaca 
tattccttgg 
tacattcttc 
tcacccaagc 
tccagtgagg 
tgggctctct 
ttgcatcagt 
ggttctgacc 
gtctcttggg 
atgcctctgc 
ttttcttttt 
actgatgagt 
cctgaatatg 
ctcaagtttg 
gaggcgatgg 
gccgagatta 
aactgggacg 
gctaaagcca 
aacagtgcca 



gagagtgcag 
aaagcccgaa 
gcttctggaa 
agggcttcaa 
gcttgggccc 
cgccgtagag 
gtggcccttt 
acgaagattc 
ctgccctcca 
ctctgtcctc 
cgggttatgc 
ctggcatctc 
tcatcaaaga 
agaaggtatt 
tcagcacctt 
tgggtctgct 
ctgtcatctg 
cagcgcttgc 
ctggtggtct 
tgggtggatg 
cttctatgga 
ccacatctgg 
cttctctcag 
ttgtgaagca 
agttcttctg 
cctgcaaggt 
aagcggattt 
gagctcgaat 
aagctgatat 
aagcccaaga 
gtgccagtgc 



ctgcccagtc 
aggtgaagca 
ccacaggtgg 

ggggtcccat 

ggagagcctt 
ctgccaagct 
tgcaagggag 
ccatcaagcg 
ttgcccttac 
ccaaagttct 
cacccttggt 
ttcagtcagg 
atacactgat 
tgggattcaa 
agagcccact 
catggtgctt 
ggaggtgctg 
tgtccgtgtt 
ggtggagcgg 
atgggtgaat 
gcttccctct 
gaagtgccat 
gatacatcat 
gaagtacctg 
gggcctgcgc 
acaaaagaag 
gaaggctgca 
sggcattggg 
cggaccctgg 
gagtggcagt 
cagcaccagt 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
23.4 0. 
2400 
2460 
2520 
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ggtggcttca gtgctggtgc cagcctgacc gccactctca catttgggct cttcgctggc 2580 

cttggtggag ctggtgccag caccagtggc agctctggtg cctgtggttt ctcctacaag 2640 

tgagatttta gatattgtta atcctgccag tctttctctt caagccaggg tgcatcctca 2700 

gaaacctact caacacagca ctctaggcag ccactatcaa tcaattgaag ttgacactct 2760 

gcattaaatc tatttgccat ttcaaaa 2787 

<210> 35 

<211> 912 

<212> DNA 

<213> Homo sapien 

<400> 35 

gccctgacgg cgctcccggg agcagccggt gcgcggcggc ggcacgaccc cctgcgcctc 60 

cgaggcagac gagcccatcg ggagaaggcg aggcagggaa gtgcctaaac caacgggata 12 0 

ggattcaaaa ctaggtgaca aactcatgag aaatccaacc tggctgaatg tctgagaggc 180 

tgctactgta tcaacatcac aagataaagc actctggtat cacctgccca tatcctcctt 240 

agtgtcaccc aagacatttg actctgatgt ggttaattga taacttttct tgctccactt 3 00 

tacaatgttt tgtttcctac atcttattac cttgggacac aaaagtggca gagttgttga 3 60 

gagctgatga caataaaaag gagaacacta gaggaaatga gacaggaaag aaagccaaag 420 

ctgattttcc aactctatgc tgactccaac ctgcagaaaa agctgaatat agaaatcttc 480 

ttccatatat gatgaagtca ctccacttac gacataacac acaaaggaat cacctggctt 540 

ttttttttta acccagaaga gttgtgctgg ggaccatgcc ccatcccgct gatacagatc 600 

ctgaatggaa taatcaggaa tggcacagtg caggtgtcaa tatcaaagta aggccgcaga 660 

atttttgaga ggaccctcca aatactgaga acttctgttg cactcgaaac agtctcctgg 720 

atttctatat ttttatgtga agggctctta ttgatgtccc ccagaatcca gactcagacc 780 

tatttctcca aaaaggtcca attgggttgc tacatagtag caagggttta tcttcatgct 840 

cacctagcat tccaggcccc cattacttca aaagtgagct tgaaattgtt ttaagtgaac 900 

tatggctgcg ga 912 

<210> 36 

<211> 893 

<212> DNA 

<213> Homo sapien 

<400> 36 

gccctgacgg cgctcccggg agcagccggt gcgcggcggc ggcacgaccc cctgcgcctc 60 

cgaggcagac gagcccatcg ggagaagaaa ccaacgggat aggattcaaa actaggtgac 120 
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aaactcatga gaaatccaac ctggctgaat gtctgagagg ctgctactgt atcaacatca 180 

caagataaag cactctggta tcacctgccc atatcctcct tagtgtcacc caagacattt 240 

gactctgatg tggttaattg ataacttttc ttgctccact ttacaatgtt ttgtttccta 3 00 

catcttatta ccttgggaca caaaagtggc agagttgttg agagctgatg acaataaaaa 360 

ggagaacact agaggaaatg agacaggaaa gaaagccaaa gctgattttc caactctatg 420 

ctgactccaa cctgcagaaa aagctgaata tagaaatctt cttccatata tgatgaagtc 480 

actccactta cgacataaca cacaaaggaa tcacctggct tttttttttt aacccagaag 540 

agttgtgctg gggaccatgc cccatcccgc tgatacagat cctgaatgga ataatcagga 600 

atggcacagt gcaggtgtca atatcaaagt aaggccgcag aatttttgag aggaccctcc 660 

aaatactgag aacttctgtt gcactcgaaa cagtctcctg gatttctata tttttatgtg 720 

aagggctctt attgatgtcc cccagaatcc agactcagac ctatttctcc aaaaaggtcc 780 

aattgggttg ctacatagta gcaagggttt atcttcatgc tcacctagca ttccaggccc 840 

ccattacttc aaaagtgagc ttgaaattgt tttaagtgaa ctatggctgc gga 893 

<210> 37 

<211> 3828 

<212> DNA 

<213> Homo sapien 

<400> 37 

ggccggcggc amgtgaccca ccgcggcggg gccggcggcc cagaaatagc agcggcggcg 60 

gttccgcccg cgggcggcgc gagcgagggg cagaggcgag agacgccggc ggggcgcggg 120 

cgcggcggcc ccggaggatg ctgctgagcc ccggcactgc ctggctgcga gcacatgatg 180 

gcgatacggg agctcaaagt gtgccttctc ggggacactg gggttgggaa atcaagcatc 240 

gtgtgtcgat ttgtccagga tcactttgac cacaacatca gccctactat tggggcatct 300 

tttatgacca aaactgtgcc ttgtggaaat gaacttcaca agttcctcat ctgggacact 360 

gctggtcagg aacggggagg ttcccctgaa ggatgctaag gaatacgctg aatccatagg 42 0 

tgccatcgtg gttgagacaa gtgcaaaaaa tgctattaat atcgaagagc tctttcaagg 480 

aatcagccgc cagatcccac ccttggaccc ccatgaaaat ggaaacaatg gaacaatcaa 540 

agttgagaag ccaaccatgc aagccagccg ccggfcgctgt tgacccaagg gccgtggtcc 600 

acggtacttg aagaagccag agcccacatc ctgtgcactg ctgaaggacc ctacgctcgg 660 

tggcctggca cctcactttg agaagagtga gcacactggc tttgcatcct ggaagacctg 72 0 

cagggggcgg ggcaggaaat gtacctgaaa aggattttag aaaaccctgg gaaaacccac 780 

cacaccacca caaaatggcc tttagtgtat gaaatgcaca tggaggggat gtagttgcat 840 
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ttttgctaaa aaaaaaaaaa aacctttaaa aattgttgga tgtgtacaaa agtcttactg 900 
ccttattatg tgtatgggat tctaaagtgg cattccactt ggatttcctg tgctacctat 960 

ccaaattcca gtaactactt cagtgtcatt gcctttgtta cctaaccaac cttcactgaa 1020 

aggcaaattt agttcaggag gttagttttt agctagcttt ggaagtaagc ctttatttat 1080 

tactttttgg aggaaatcag agaagtgtca atggaccgtc actcagactg agacttgagt 1140 

tattacagaa gccaggaaaa gtgtattaga aactgttgtc tacaccactt ttaattggtg 1200 

aacaattttt ctaagttatg gtcatatata cccaaacaaa ccaaatcaaa ctaaattact 1260 

gcatataatt ttgggattgg gtggcctagt ttgaaagagt gatttaagta atcactatgt 1320 

aagtggtgag agatgcagga catacacatt attcaagaga ccacctgaca tgcatctcct 1380 

ccgcaggaat acattcgtcc tctcttagag aagtttaacg cacatagtat tattttacta 144 0 

agagaatatc tcttggtgtc atatctaggg gaagagaatt aactagaatt aaatttaatg 1500 

tttgaatcta aatcattggg caaacttcta ataataacaa ttaataatag gttacaggaa 1560 

agccagccag aggaagtgtc agcactttaa aattctagac cccaaaaaac tacaaaatca 1620 

gaaaaagtat ttttatgttt ctagcttgag gagaagggct ttagggctaa ccagaggtct 1680 

gaccctagaa tgccaaggaa ctgagaatgg gctccgatga aaaccttcct tttcagattc 1740 

cctgtctgct caattaaaga tgtttgaatc caaaggaagt caaggaagaa aaagcatgga 1800 

aaggaagaga actgattcct actgaaaatt caaattctat taccattcta actttcataa 1860 

aaagttggga tcaagaagca gctgatttcc tgccagggct tatattaggg gggtgattct 1920 

taaaggacat taggattggt gctcagaaat ggttaatcat gctgtgtgct agccagggcc 1980 

agctggtacc ttctttgcca tgagcattca agggacagct aacctttatt gacaatctat 2040 

attgcaaaag tcaggaaaga ggttgtgagc tgattggatt aaagacctgg cacttcagta 2100 

actcagcacg cttccacttc actcaactta agagagttca ttgacagtgt taggatgtga 2160 

aggctgggaa acacttattt tgcttcaaga gttccacttg gctctcccaa ataggtacct 2220 
caaaaactgt tagcaagcgg catttggatg tcttgacagg ggctttgcag ggatttttag 2280 
ggttttttcc acattgtcca cattaatggt tggcatgatt gtgcttgcag gccaagaaat 2340 
gatcataccc cttgccaaag gtaaaaaaaa aaaaaaaaaa atgagttgaa aattgaagtg 2400 
acctctttcc agctgacttg caggcttatt ttgtaacctt tcctcatcca gttttccctg 2460 

agaacctggg tttatctcta gatagctgtt caggtttttt agctgagggg . taagtatcct .2520 
agctgagagt tttgcatctt tgggctgggt ttgcagtggt tgtgttttgc ataaaatgtc 2580 
tagtctttgc cacagatagt gagctaccca ctaatgagcc catggtttta tttcagaagc 2640 
acatgagggt gtgaaaccac tctgttacct ttctgtattg tcttagctat tcaagccagt 27 00 
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cagaggataa tatatatatt ctcatcagca 
cacttgggca caccaggatt cacataaaca 
gtctacaatg aggctttaca accttccttt 
taataattga accataacca tgtaatatta 
aaaagtcatg tagtttcatg tagtgtagca 
ttctcccttt tttttttctt tcgtgtgtgg 
tatatgtgtt actccgatat gtaatccatt 
gttaatataa agtaggcatg gcttcccaat 
gcaagcattt tacattgcca cataattgac 
aggcagttga atatgacgtt accttgcaga 
tagctaacaa taagggctgt gccccaatgg 
gatgactgaa atatttcctc tacagtcaag 
ttttttgtgt gggctccagt tctcactgtt 
gctagcttat aaattaaaga gctctgaact 
tgttttaaca tcattgttga aaccagaccc 
aactgctcct ttttctcgtg tttttgtaaa 
gcacatacaa gacaccgctg cagtcagcta 
gtaaagcatt tccatcaaca atgcctaatt 
gattcatact aataaatatt ttcagtttta 

<210> 38 

<211> 3410 

<212> DNA 

<213> Homo sapien 

<400> 38 

gtcgacgatc ggtgtctggt gactcttggt 
gtgagaggcc gccagatccc acccttggac 
aaagttgaga agccaaccat gcaagccagc 
ccacggtact tgaagaagcc agagcccaca 
ggtggcctgg cacctcactt tgagaagagt 
tgcagggggc ggggcaggaa atgtacctga 
accacaccac cacaaaatgg cctttagtgt 
atttttgcta aaaaaaaaaa aaaaccttta 
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ctcagagtag tcagtgaaga gagtagatca 2760 

ttgtatcttc tctgtggatg ctcaggcctt 2820 

gttttggctc gggattactt cctggctgtc 2880 

tgtaaaggcc tggaaattac tgttgctaaa 2940 

tccttggcat cgttttccaa aatttgttcc 3 000 

catgagtgtg tatctgtgta aatatgattg 3 060 

tcactggctg agtttggccc ctagccatgt 3120 

ggaaatctct gagaatgaca gtggagttgt 3180 

ttgccatttt atggttaaaa acggcacatt 3240 

ctaaaaggtt gaaggcccga aactaacttt 3300 

aaactgagtt cattttctga gaaaggtttg 3360 

gactttggca tgcggtggct gaaactgagc 3420 

ctgcaatgct catggcaagt tgaatggtga 3480 

gtattcagac cgactgggta tctagcttac 3540 

tgtagtccag tggtgctgcc ctgttgtgca 3600 

gagcttccat ctgggctgga cccagttctt 3 660 

ggacctttcc gccatgtatt ctattctgta 3 720 

gtatctgtta tttttggttt aacacacact 3780 

ccgtttgtct ttttctta 3828 



aatcggtgct gcgcggcgaa ggagtggact 60 

ccccatgaaa atggaaacaa tggaacaatc 120 

cgccggtgct gttgacccaa gggccgtggt 180 

tcctgtgcac tgctgaagga ccctacgctc 240 

gagcacactg gctttgcatc ctggaagacc 300 

aaaggatttt agaaaaccct gggaaaaccc 360 

atgaaatgca catggagggg atgtagttgc 420 

aaaattgttg gatgtgtaca aaagtcttac 480 
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tgccttatta tgtgtatggg attctaaagt 
atccaaattc cagtaactac ttcagtgtca 
aaaggcaaat ttagttcagg aggttagttt 
attacttttt ggaggaaatc agagaagtgt 
gttattacag aagccaggaa aagtgtatta 
tgaacaattt ttctaagtta tggtcatata 
ctgcatataa ttttgggatt gggtggccta 
gtaagtggtg agagatgcag gacatacaca 
ctccgcagga atacattcgt cctctcttag 
taagagaata tctcttggtg tcatatctag 
tgtttgaatc taaatcattg ggcaaacttc 
aaagccagcc agaggaagtg tcagcacttt 
cagaaaaagt atttttatgt ttctagcttg 
ctgaccctag aatgccaagg aactgagaat 
tccctgtctg ctcaattaaa gatgtttgaa 
gaaaggaaga gaactgattc ctactgaaaa 
aaaaagttgg gatcaagaag cagctgattt 
cttaaaggac attaggattg gtgctcagaa 
ccagctggta ccttctttgc catgagcatt 
atattgcaaa agtcaggaaa gaggttgtga 
taactcagca cgcttccact tcactcaact 
gaaggctggg aaacacttat tttgcttcaa 
ctcaaaaact gttagcaagc ggcatttgga 
agggtttttt ccacattgtc cacattaatg 
atgatcatac cccttgccaa aggtaaaaaa 
tgacctcttt ccagctgact tgcaggctta 
tgagaacctg ggtttatctc tagatagctg 
ctagctgaga gttttgcatc tttgggctgg' 
tctagtcttt gccacagata gtgagctacc 
gcacatgagg gtgtgaaacc actctgttac 
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ggcattccac ttggatttcc tgtgctacct 54 0 

ttgcctttgt tacctaacca accttcactg 600 

ttagctagct ttggaagtaa gcctttattt 660 

caatggaccg tcactcagac tgagacttga 720 

gaaactgttg tctacaccac ttttaattgg 780 

tacccaaaca aaccaaatca aactaaatta 84 0 

gtttgaaaga gtgatttaag taatcactat 900 

ttattcaaga gaccacctga catgcatctc 960 

agaagtttaa cgcacatagt attattttac 1020 

gggaagagaa ttaactagaa ttaaatttaa 1080 

taataataac aattaataat aggttacagg 1140 

aaaattctag accccaaaaa actacaaaat 1200 

aggagaaggg ctttagggct aaccagaggt 1260 

gggctccgat gaaaaccttc cttttcagat 1320 

tccaaaggaa gtcaaggaag aaaaagcatg 138 0 

ttcaaattct attaccattc taactttcat 1440 

cctgccaggg ct tat at tag gggggtgatt 15 00 

atggttaatc atgctgtgtg ctagccaggg 1560 

caagggacag ctaaccttta ttgacaatct 162 0 

gctgattgga ttaaagacct ggcacttcag 1680 

taagagagtt cattgacagt gttaggatgt 174 0 

gagttccact tggctctccc aaataggtac 1800 

tgtcttgaca ggggctttgc agggattttt 1860 

gttggcatga ttgtgcttgc aggccaagaa 192 0 

aaaaaaaaaa aaatgagttg aaaattgaag 1980 

ttttgtaacc tttcctcatc cagttttccc 2040 

ttcaggtttt ttagctgagg ggtaagtatc 2100 

gtttgcagtg gttgtgtttt gcataaaatg 2160 

cactaatgag cccatggttt tatttcagaa 2220 

ctttctgtat tgtcttagct attcaagcca 2280 
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gtcagaggat aatatatata ttctcatcag cactcagagt agtcagtgaa gagagtagat 2340 

cacacttggg cacaccagga ttcacataaa cattgtatct tctctgtgga tgctcaggcc 2400 

ttgtctacaa tgaggcttta caaccttcct ttgttttggc tcgggattac ttcctggctg 2460 

tctaataatt gaaccataac catgtaatat tatgtaaagg cctggaaatt actgttgcta 2520 

aaaaaagtca tgtagtttca tgtagtgtag catccttggc atcgttttcc aaaatttgtt 2580 

ccttctccct tttttttttc tttcgtgtgt ggcatgagtg tgtatctgtg taaatatgat 2640 

tgtatatgtg ttactccgat atgtaatcca ttfccactggc tgagtttggc ccctagccat 2700 

gtgttaatat aaagtaggca tggcttccca atggaaatct ctgagaatga cagtggagtt 2760 

gtgcaagcat tttacattgc cacataattg acttgccatt ttatggttaa aaacggcaca 2820 

ttaggcagtt gaatatgacg ttaccttgca gactaaaagg ttgaaggccc gaaactaact 2880 

tttagctaac aataagggct gtgccccaat ggaaactgag ttcattttct gagaaaggtt 2940 

tggatgactg aaatatttcc tctacagtca aggactttgg catgcggtgg ctgaaactga 3000 

gcttttttgt gtgggctcca gttctcactg ttctgcaatg ctcatggcaa gttgaatggt 3060 

gagctagctt ataaattaaa gagctctgaa ctgtattcag accgactggg tatctagctt 3120 

actgttttaa catcattgtt gaaaccagac cctgtagtcc agtggtgctg ccctgttgtg 3180 

caaactgctc ctttttctcg tgtttttgta aagagcttcc atctgggctg gacccagttc 3240 

ttgcacatac aagacaccgc tgcagtcagc taggaccttt ccgccatgta ttctattctg 3300 

tagtaaagca tttccatcaa caatgcctaa ttgtatctgt tatttttggt ttaacacaca 3360 

ctgattcata ctaataaata ttttcagttt taccgtttgt ctttttctta 3410 

<210> 39 

<211> 1726 

<212> DNA 

<213> Homo sapien 

<400> 39 

gcggaagaaa aaagcaagat gggaccgcaa gctggacgtg actgtaaggg gtcatggctg 60 

cggaatccag caggggcatt ggggttgacg tgcactcagc gccgagcttc ttcgtagttc 120 

ctcaccccct tggctactat gggctggtcc ggaaggtcag gcaaggggaa gctgcgcagg 180 

cgcagtgtga gcggcaacat ggcgtccagg tctaagcggc gtgccgtgga aagtggggtt 240 

ccgcagccgc cggatccccc agtccagcgc gacgaggaag aggaaaaaga agtcgaaaat 3 00 

gaggatgaag acgatgatga cagtgacaag gaaaaggatg aagaggacga ggtcattgac 360 

gaggaagtga atattgaatt tgaagcttat tccctatcag ataatgatta tgacggaatt 420 

aagaaattac tgcagcagct ttttctaaag gctcctgtga acactgcaga actaacagat 480 
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ctcttaattc aacagaacca tattgggagt gtgattaagc aaacggatgt ttcagaagac 540 

agcaatgatg atatggatga agatgaggtt tttggtttca taagcctttt aaatttaact 600 

gaaagaaagg gtacccagtg tgttgaacaa attcaagagt tggttctacg cttctgtgag 660 

aagaactgtg aaaagagcat ggttgaacag ctggacaagt ttttaaatga caccaccaag 72 0 

cctgtgggcc ttctcctaag tgaaagattc attaatgtcc ctccacagat cgctctgccc 780 

atgtaccagc agcttcagaa agaactggcg ggggcacaca gaaccaataa gccatgtggg 840 

aagtgctact tttaccttct gattagtaag acatttgtgg aagcaggaaa aaacaattcc 900 

aaaaagaaac ctagcaacaa aaagaaagct gcgttaatgt ttgcaaatgc agaggaagaa 96 0 

tttttctatg aggtggttca cgggggcaag tgacagccct ggtttctctg aaggctggac 102 0 

taattcaatc aagatcaact ctaagtgatt tccagggaac cttcatgact gttggaattg 1080 

ctctgtcata ataagtcagg gatatttagg aggctcatag tctcctggag ggataaaaca 1140 

tctcggcacc tagtaatggt aaattagtca atatttgtta gtttcgtttg agatctcaaa 1200 

tgttaggatt ttctgaagtc tcagtgtctt tcagagtttg agataccttg ttttcatttt 1260 

ttctaatttt taatttaaaa gtaataaaga atattttgta atgattagga tgaaaatttt 1320 

atcgtcaatt ataagccaaa atttgctaaa attaaagtca gtatacttga aacaagtttc 1380 

tagtaagttc tctggggtaa gatactaatt actctgataa aggggctatc aaaaaaatcc 1440 

agtaaattgt tcataagaag agatcagttt aagagtcaaa caatttgctt tgctagtacc 1500 

ttagctaaag aaaaaatact attaaagatg actatcacct ttatgctcta gtagttgagt 1560 

cttccctcaa aactttctcc tttggcagct caatcaattt aattcatttc caaacctcca 1620 

acatgctaat ggaatcaaga cttttgttac tggctgcaat aattcttctt tgcactcatg 1680 

accaaattca acgaatcccc aggtcacata gttcatcctc acttcc 1726 

<210> 40 

<211> 1032 

<212> DNA 

<213> Homo sapien 

<400> 40 

gcggaagaaa aaagcaagat gggaccgcaa gctggacgtg actgtaaggg gtcatggctg 60 

cggaatccag caggggcatt ggggttgacg tgcactcagc gccgagcttc ttcgtagttc 120 

ctcaccccct tggctactat gggctggtcc ggaaggtcag gcaaggggaa gctgcgcagg 180 

cgcagtgtga gcggcaacat "ggcgtccagg tctaagcggc" gtgccgtgga aagtggggtt " 240 

ccgcagccgc cggatccccc agtccagcgc gacgaggaag aggaaaaaga agtcgaaaat 3 00 

gaggatgaag acgatgatga cagtgacaag gaaaaggatg aagaggacga ggtcattgac 3 60 
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gaggaagtga atattgaatt tgaagcttat tccctatcag ataatgatta tgacggaatt 420 

aagaaattac tgcagcagct ttttctaaag gctcctgtga acactgcaga actaacagat 480 

ctcttaattc aacagaacca tattgggagt gtgattaagc aaacggatgt ttcagaagac 54 0 

agcaatgatg atatggatga agatgaggtt tttggtttca taagcctttt aaatttaact 600 

gaaagaaagg gtacccagtg tgttgaacaa attcaagagt tggttctacg cttctgtgag 660 

aagaactgtg aaaagagcat ggttgaacag ctggacaagt ttttaaatga caccaccaag 720 

cctgtgggcc ttctcctaag tgaaagattc attaatgtcc ctccacagat cgctctgccc 78 0 

atgtaccagc agcttcagta agagattctg ggaaaatatc tttgaacagt aatttttttt 840 

tcaaatagat tcctaaatgt catttaagta gaatatgtag atatagaaag agttctgtcc 900 

ttggtttaag tgggtttagt gtgaggggag tggaagaaac atcctgtgaa gtacatacat 960 

tattaacaac tggctttttg aagagtttgt gacaataatc atgaaatttt aacttaagat 1020 

ttaagtgata ta 1032 

<210> 41 

<211> 942 

<212> DNA 

<213> Homo sapien 

<400> 41 

gcggaagaaa aaagcaagat gggaccgcaa gctggacgtg actgtaaggg gtcatggctg 60 

cggaatccag caggggcatt ggggttgacg tgcactcagc gccgagcttc ttcgtagttc 120 

ctcaccccct tggctactat gggctggtcc ggaaggtcag gcaaggggaa gctgcgcagg 18 0 

cgcagtgtga gcggcaacat ggcgtccagg tctaagcggc gtgccgtgga aagtggggtt 24 0 

ccgcagccgc cggatccccc agtccagcgc gacgaggaag aggaaaaaga agtcgaaaat 300 

gaggatgaag acgatgatga cagtgacaag gaaaaggatg aagaggacga ggtcattgac 360 

gaggaagtga atattgaatt tgaagcttat tccctatcag ataatgatta tgacggaatt 420 

aagaaattac tgcagcagct ttttctaaag gctcctgtga acactgcaga actaacagat 48 0 

ctcttaattc aacagaacca tattgggagt gtgattaagg gtacccagtg tgttgaacaa 54 0 

attcaagagt tggttctacg cttctgtgag aagaactgtg aaaagagcat ggttgaacag 600 

ctggacaagt ttttaaatga caccaccaag cctgtgggcc ttctcctaag tgaaagattc 660 

attaatgtcc ctccacagat cgctctgccc atgtaccagc agcttcagta agagattctg 720 

" " ggaaaatatc tttgaacagt "aatttttttt "tcaaatagat tcctaaatgt catttaagta 780 

gaatatgtag atatagaaag agttctgtcc ttggtttaag tgggtttagt gtgaggggag 84 0 

tggaagaaac atcctgtgaa gtacatacat tattaacaac tggctttttg aagagtttgt 900 
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gacaataatc atgaaatttt aacttaagat ttaagtgata ta 942 

<210> 42 

<211> 1520 

<212> DNA 

<213> Homo sapien 

<400> 42 

cttcggcttg tcggcgttcg cggttgtttg gccatccagt gccttccgca gcgccgctaa 60 

agcgcagttc tcgttggtgt aactttttct tttttttttc agccacttcc ggctcctgcg 120 

tcgctccgga agcctgcgag ttccggaagc cttggtaatc cagattcggc taggaaaaga 180 

caagctttcc agagaatgtt tcagagaaag ttacgtggag cgtgggcgtt tcgcagactc 240 

ctaagagacc ttcagagaag acatggcttc cagaaaagag aatgcgaaga gtgcaaacag 3 00 

agtgctaaga ataagccagt tggatgcact tgaactaaac aaggccctgg agcagctagt 360 

ttggtcccag tttactcagt gctttcatgg atttaaacct gggctgttag ctcgctttga 420 

gccagaggtg aaagcgtgct tatgggtttt cttgtggaga ttcaccatct actccaaaaa 480 

tgccacagtg ggacagtcag ttttgaatat taagtacaaa aatgattttt cccctaacct 54 0 

gagatatcag ccacccagta aaaatcaaaa aatctggtat gctgtttgta caattggtgg 600 

caggtggtta gaagaacgat gctatgattt gtttcgaaac catcatttag catcatttgg 660 

gaaagtcaag cagtgtgtga attttgtgat tggacttttg aaattaggtg ggctgattaa 72 0 

ttttttgatt ttccttcaga ggggaaagtt tgcaactttg acagaacgtc tcctaggtat 78 0 

tcattctgta ttttgcaagc ctcaaaacat acgtgaagtt ggctttgaat acatgaatag 84 0 

ggaacttctc tggcatggtt ttgctgaatt tctgattttt ctcttaccac ttatcaatgt 900 

ccagaagttg aaagccaagc tgtcttcatg gtgtattcct cttactggtg cacctaatag 96 0 

tgacaataca ttagccacca gtggcaaaga atgcgctcta tgtggagagt ggcccaccat 102 0 

gcctcacacc ataggatgtg agcatatttt ctgttatttc tgtgctaaga gtagtttctt 1080 

atttgacgtg tactttactt gtcctaagtg tggcacagaa gtacacagtc tgcagccact 1140 

gaaatcagga atcgagatgt cagaagtaaa tgctctttag aaactaaaat tgcttccttt 1200 

gaggaaaaaa atgcaccgtg tttaaattct taatattagt catcctaagt ataccattta 1260 

tgtatccttt ataaggaatg tgctcctagc cactgtcttc tcctttccag gcatgactga 132 0 

aatctaatca ctggaaacca tgtgattcta aatatattat gtaaatgtta atgtattatg 1380 

ttttttaaat cattgcattc* aatttttaat gtcaagaata atggacagct tttgtcaggt 1440* 

gactactaac aatgctcctt cattttacta cttcttaaaa caaggttgga ttctaaagat 1500 

aaagattttg gagactctgg 1520 
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<210> 43 

<211> 4353 

<212> DNA 

<213> Homo sapien 

<400> 43 

tacgcgcgcg cggcgtggat cgcggcccaa 
ggggcctggc gctggcgccg agacgccgct 
gcctcccggg tctcctggcg gcggcggagt 
ctccgccctc cccgcggtgg cagcggccga 
atgcgctcgg cctgaggtta cccggcccgg 
gcgtctccgc gccccggcgt catcctgcga 
cggagctggc aggacgagct ggcccagcag 
atgctctcgg tcggcctagg ctttctgcgc 
ccgaaacggt accccggctg ggtgatcctg 
ctgtttctgc tgggctacgg ctgggccgcg 
agcccgcccc gcaagcggga ggaggcggcg 
gccttgctga agaatctccg gagcgaggaa 
gagaagccca aaccaaatgg gcggactgtt 
cctcaaagtg taacagcaaa gcagccacca 
aaaaataaga agaaatcaaa gtcagatgct 
ggaaaggaag ttgatgaagg agcctgggaa 
cagcgtaaac gtgataaggt gctgactgat 
atagaaaata ccatcacagt taccaccgag 
tccaagaaga ataaaggtga ttctcatcta 
aaaggagatt ctacacttca ggtttcttca 
ggaggctgga atgaaaagtc tgtaaaactc 
tggaactccg tttcacctgc ttctgcagga 
caagacactg gagatgctaa tacaaatgga 
tcaatatttt ctggcattgg gtctactgct 
tatcagtggg atgttagccg taatcaaccc 
ggtctgtctt ctgctgatcc caactctgat 
tgggtagacg aagaaagagc ttcacttcta 
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gccgccattg 


ttccgccgag ggaggacagc 


60 


tagcggccgc 


cactggagac 


actccctccc 


120 


gaggctgaca gcggggaacc 


tgggagaccc 


180 


tccccggctc 


cggcgcgagg 


gacggccgcg 


240 


cccttcctcg 


cttccctcga 


ctattccact 


300 


gtccctctga 


cgggagggaa 


gatggctgca 


360 


gccgaggagg 


gctcggcccg 


gctgcgggaa 


420 


accgagctgg 


gcctcgacct 


ggggctggag 


480 


gtgggcactg 


gcgcgctcgg gctgctgctg 


540 


gcttgcgccg gcgcccgcaa aaagcggagg 


600 


gccgtgccgg 


ccgcggcccc 


cgacgacctg 


660 


cagaagaaga 


agaaccggaa gaaactgtcc 


720 


gaagtggctg agggtgaagc tgttcgaaca 


780 


gagattgaca 


agaaaaatga 


aaagtcaaag 


840 


aaagcagtgc 


aaaacagttc 


acgccatgat 


900 


actaaaatta 


gtcacagaga 


gaaacgacag 


960 


tctggttcat 


tggattcaac 


tatccctggg 


1020 


caacttacaa 


ccgcatcatt 


tcctgttggt 


1080 


aatgttcaag 


ttagcaactt 


taaatctgga 


1140 


ggattgaatg 


aaaacctcac 


tgtcaatgga 


1200 


tcctcacaga 


tcagtgcagg 


tgaggagaag 


1260 


aagaggaaaa 


ctgagccatc 


tgcctggagt 


1320 


aaagactggg gaaggagttg gagtgaccgt 


1380 


gagccagttt 


ctcagtctac 


cacttctgat 


1440 


tatatcgatg 


atgaafcggtc 


tgggttaaat" 


1500 


tggaatgcac 


cagcagaaga gtggggcaat 


1560 


aagtcccagg aaccaattcc tgatgatcaa 


1620 
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aaggtctcag atgatgataa agaaaaggga 
aagaaaaaaa agaaaaagaa gaagcaaggt 
gaattagaaa aagagattag agaagacctt 
caggaaaaag ctttttcctt gaagaccata 
aaaaatagcc agcctatcaa gactcttcca 
ttatcaaaaa gtgattctga caagagctct 
gataaatcca agtcaaatac caagcaaaat 
actagctggg aatctcccaa acaaataaaa 
aatttttttt cctgaattgg acatgtgttt 
tatgcaataa tttgtgaaca tgtacagagt 
aaaactgcgg acaccaccat aaaaatggaa 
ggtcagcaga atatactcag tgatggaaga 
aacgatctta atttaagaat attatcctgg 
tgtgccctat ctcatctgca gccgaggaat 
acagattagt aagcaattcc ttggatctta 
ttatgcttaa atcaaagtgc tttgatcaaa 
ttggtagcaa tttgtattaa agaaatcaca 
ttaactaaac tgtcatggtt tagtttacaa 
gcagttgaca cttgtgtatg gcttatgaag 
tgttcaaagt acagtatatt ttaaattaag 
atttaaggct tagactcata aataatgcta 
atccaattta catttttccc ttccctagca 
gttactaata ctttgttgac tttaaaaatg 
gagaatgaaa aactagagtc agacagcttt 
ggaatacatt tttttactgc cttaacctgt 
ggagattcat gtttttataa gaattttcat 
acgtttcctg cttgaaatta tattgattta 
ggcactgtgt aattctattg taataaactg 
tgctcagcca tgtacactgt aaatagcctt 
aacatcactt agtgaattgt gataaagaaa 
cttgttttta tgtggcgcca agaacgaacc 
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gagggagctc 


ttccaactgg gaaatccaaa 


1680 


gaagataact 


ctactgcaca 


ggacacagaa 


1740 


ccagtgaata 


cctctaaaac 


ccgtccaaaa 


1800 


agcactagtg atccagccga 


agtactcgtc 


1860 


cctgctactt 


ctaccgagcc 


atctgtaatc 


1920 


tcccaagtgc 


cgccaatact 


acaagagaca 


1980 


agtgtgcctc 


cttcacagac 


caagtctgaa 


2040 


aagaagaaaa 


aagccagacg 


agaaacgtga 


2100 


gcaaacactt 


gtcttgaaga 


ttatgctgtt 


2160 


tttatataaa 


tttaaaccaa 


tttttaaaac 


2220 


tcaaaagaaa 


gttaatttat 


gaaattaaga 


2280 


cacttgggaa 


agtcttttta 


atagaacaag 


2340 


tttaacaaca gtgccctgtt 


tacaacagat 


2400 


aaaggattct 


gattagaaag 


agggttgcct 


2460 


tgcacagaac 


ttgtaccatt 


tgaatctgtt 


2520 


tgcataacct 


gccatatctt 


tacatatttg 


2580 


agtgcaaata 


aaaagtcatt 


tatcatttgt 


2640 


tttttaaaaa gttcttaaaa 


tactgaaaat 


2700 


ttatttttga 


tagtcttaca 


ttacttgaat 


2760 


aaaagtgaac 


tatatgtatt 


tgttttatac 


2820 


ttgtttatga 


tttgaaaact 


ttcaggcaaa 


2880 


attacttttt 


tccagcttca 


actcttctta 


2940 


aaatcattca 


caaacttttg 


gtatatgatg 


3000 


aattgacatt 


gtcaacacct 


ccagttatca 


3060 


agtgcgtaga 


atatgcatca 


atttcttgaa 


3120 


gtaattattg caattgtggt 


caaataagga 


3180 


aatgatgtgt 


gagatgtttc 


accattttca 


J Z ft \J 


gcaggtatct 


ttgtaactat 


aaatagtgca 


3300 


taccaaacgt 


gtttgacaag 


gaccataatt 


3360 


aaaaagccat gatttattcg atgtgattgg 


3420 


tgtttaacag 


ctgtaaccaa 


tggtactgat 


3480 
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ctatccatcc 

taggaaagct 

cagctttcct 

tggcagtatg 

gtttaaataa 

ataatagcta 

taggtgttgg 

gatagggaat 

ctctcaactc 

gattttattt 

agcagatgtt 

tggatccagt 

tttgttttaa 

ttgggaggcc 

agagagaccc 



aatgttgtca 

aaacgaacaa 

aacaagagat 

tttacatgtc 

attcagcaaa 

aagagccaag 

aggattccta 

ctaattttag 

tacctcacca 

ctgcagccta 

ttgaggagaa 

atagagatac 

gagatggcag 

aacgcgggag 

ccatctcgac 



ttatatttga 

aatggtttta 

tattaacttt 

agaagttttg 

tggatagcat 

gatgaatttc 

aggtgtcagc 

aatgtgccaa 

tttctttatc 

gtatctcccc 

tggcattgtg 

ctctatttct 

ctggccgggt 

gattgtttga 

aaaaaaaaaa 
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ctgtggttca 

gttttgctga 

tatcaggtgt 

tttaattcta 

tgttttttat 

ttcaaatgac 

attttgtaaa 

atggtctgtg 

tcaaaattct 

attctaccac 

gagatgcaga 

tctttatggc 

gcagtggctc 

gcccaggagt 



acagtattgc 

agactggcct 

taacatctgt 

tggtatttct 

ttgcttcaat 

tttattctgt 

ggtaccacaa 

ctcaacaata 

gttggctttg 

ctatgccaga 

gatgcgttgc 

tcaagagcta 

acgtctgtaa 

ttgaaaccat 



gttgtcagac 

tattaatgga 

ttcaggaaca 

aaattgactt 

atgggggtag 

tagctttaca 

aggagaagtt 

taattgaact 

tcaaacgttg 

tgttaaagac 

taagttgagg 

ggacttggat 

tccaagctct 

cctgagcaat 



<210> 44 

<211> 1616 

<212> DNA 

<213> Homo sapien 

<400> 44 

gtgatggatg cgtggtcgcg gccgaggtac tccttagagc cagttgctgt agaactcaaa 
tctctgctgg gcaaaagtaa gtgccaggct ctggtgctgg tagacttgtg gcgggggaag 
ttgtcaagca cgttgttact ggtttttaac tttcatactg ctcaagtgtc ttcatctctt 
cctcttctca gggatgttct gttcttgaag gactgtgtag gcccagaagt ggagaaagcc 
tgtgccaacc cagctgctgg gtctgtcatc ctgctggaga acctccgctt tcatgtggag 
gaagaaggga agggaaaaga tgcttctggg aacaaggtta aagccgagcc agccaaaata 
gaagctttcc gagcttcact ttccaagcta ggggatgtct atgtcaatga tgcttttggc 
actgctcaca gagcccacag ctccatggta ggagtcaatc tgccacagaa ggctggtggg 
tttttgatga agaaggagct gaactacttt gcaaaggcct tggagagccc agagcgaccc 
ttcctggcca tcctgggcgg agctaaagtt gcagacaaga tccagctcat caataatatg 
ctggacaaag tcaatgagat gattattggt ggtggaatgg cttttacctt ccttaaggtg 
ctcaacaaca tggagattgg cacttctctg tttgatgaag agggagccaa gattgtcaaa 



3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4353 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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gacctaatgt ccaaagctga gaagaatggt 
actgctgaca agtttgatga gaatgccaag 
cctgctggct ggatgggctt ggactgtggt 
gtcactcggg ctaagcagat tgtgtggaat 
tttgcccggg gaaccaaagc tctcatggat 
atcaccatca taggtggtgg agacactgcc 
aaagtcagcc atgtgagcac tgggggtggt 
cttcctgggg tggatgctct cagcaatatt 
acagccccta agtcaactta gcattttctg 
catgtcaaga ttcagctagt ggccaagaga 
cagcatctca gctcatcttc actgcaccct 
tgaatttttt agtgactaaa ccattgtgca 
gttaaaaaga aagtgagcag tgttagctta 
gctttgtcac tgtttcacta ctcagcatgg 
gagacaaaat tgatgatcca ttaagtaaac 

<210> 45 

<211> 1217 

<212> DNA 

<213> Homo sapien 

<400> 45 

ctctcggcca atgcggagcc ccgcgcggag 
gcgcccgggt ctgttggtgc tcagagtgtg 
cttatcccag ttgattgtgc agaatacact 
ttcttctgat atccaggtga aagaactgga 
gattctcagc cctcggtcaa aagaatctgt 
gaaggatctt tccctggagg aaattcagaa 
gtcccatgaa gctgaggtct tgaagcagct 
gcttcagaag gcaatagaag agaacaacaa 
ccacaaaatg gaagctaaag tgttttactc 
gctatttttc ttgttgcatc ttttctactt 
agtactgtat tggctctgtg aaaacatatt 
aactgttaga tgctgaatat ctgttcactt 
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gtgaagatta ccttgcctgt tgactttgtc 780 

actggccaag ccactgtggc ttctggcata 84 0 

cctgaaagca gcaagaagta tgctgaggct 900 

ggtcctgtgg gggtatttga atgggaagct 960 

gaggtggtga aagccacttc taggggctgc 1020 

acttgctgtg ccaaatggaa cacggaggat 1080 

gccagtttgg agctcctgga aggtaaagtc 1140 

tagtactttc ctgcctttta gttcctgtgc 1200 

catctccact tggcattagc taaaaccttc 1260 

tgcagtgcca ggaaccctta aacagttgca 132 0 

ggatttgcat acattcttca agatcccatt 1380 

ttctagagtg catatattta tattttgcct 144 0 

gttctctttt gatgtaggtt attatgatta 1500 

aaacaagatg aaattccatt tgtaggtagt 1560 

aataaaagtg tccattgaaa ccgtga 1616 



gtcacgtgcc tctgtttggc gcttttgtgc 60 

gtcaggcggc tcggactgag caggactttc 120 

gcctgtcgct tgtcttctat tcaccatggc 180 

gaagcgtgcc tcaggccagg cttttgagct 240 

tccagaattc cccctttccc ctccaaagaa 3 00 

gaaattagaa gctgcagaag aaagacgcaa 3 60 

ggctgagaaa cgagagcacg agaaagaagt 420 

cttcagtaaa atggcagaag agaaactgac 480 

tttttctaaa gtgttggtct ttctaatgta 54 0 

cagtacactt ggtgtactgg gttaatggct 600 

tgtgaaaaga gtatgtagtg gcttcttttg 660 

ttcaatccca attctgtccc aatcttacca 720 
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gatgctactg gacttgaatg gttaataaaa 
ttttgagtta ggttaataaa tcaagccata 
tggggccttt ggggctggta gaaataccca 
gtttcttgcc ccagtgtggt ttgcattgtc 
cctcagccca ggtcagctgt tactttcttt 
gttctgtgtc ccttttaaaa ggcagattaa 
agagagaatc tcaagattct acttggtggt 
tcctcatcct ttcctgccat aaaagctatg 
atgtactgct gtagcaa 

<210> 46 

<211> 376 

<212> DNA 

<213> Homo sapien 

<400> 46 

gtcagggagg ctaatggttg cttcgctgaa 
gccttgaagg acctcaagat caaatgacct 
ctggggaagc ggggagaggg gtcagggagg 
gtaccaatac gagttcccat aggggctgct 
cttttcttac ctattcaagg aatacgtgcc 
aaaaaaaaat gcccccaaag cactatgctg 
taaaatgcaa ctgtgt 

<210> 47 

<211> 1476 

<212> DNA 

<213> Homo sapien 

<400> 47 

ggcaggcccc gccccccgcc cacgaggaag 
cggttcggcg cgtcgactgc ccagagtccg 
atggcctacc acagcttcct ggtggagccc 
acccagattg ccatctgccc caacaaccat 
aaatggacca aggtgcacga gctcaaggag 
gcccccgaga gtaaccgtat tgtgacctgc 
ctgaagggcc gcacatggaa gcccacgctg 
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ctgcacagtg 


ctgttggtgg 


cagtgacttc 


780 


gagcccctcc 


tggttgatac 


ttgttccaga 


840 


acgcacaaat 


gaccgcacgt 


tctctgcccc 


900 


tccttccaca 


atgactgctt 


tgtttggatg 


960 


cagatgttta 


tttgcaaaca 


accatttttt 


1020 


aagcacaagc 


gtgtttctag agaacagttg 


1080 


ttgcttgctc 


tacgttacag gtggggcatg 


1140 


acacgagaat 


cagaatatta 


ataaaacttt 


1200 
1217 



tgtttctggg 


gtgtgaagag 


cttggagtca 


60 


gtgaggaata 


tgttgccttc 


atcctagctg 


120 


ctaatggttg 


ctttgctgaa 


tgtttctggg 


180 


ccctcaaaaa 


gggaggggac 


agatggggag 


240 


tttttcttaa 


atgctttcat 


ttattgaaaa 


300 


gtcatgaact 


gcttcaaaat 


gtggaggtaa 


360 








376 



tggctgctgc 


tccggcgcgg agcccagagc 


60 


cggccggggc 


gcgggaggag ccaagccgcc 


120 


atcagctgcc 


acgcctggaa caaggaccgc 


180 


gaggtgcata 


tctatgaaaa gagcggtgcc 


240 


cacaacgggc 


aggfcgacagg catcgactgg' ' 


3 00 


ggcacagacc 


gcaacgccta cgtgtggacg 


360 


gtcatcctgc 


ggatcaaccg ggctgcccgc 


420 
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atcctagctg 


ctggggaagc 


etttgetgaa 


tgtttctggg 


gtaccaatac 


gggaggggac 


agatggggag 


cttttcttac 


atgetttcat 


ttattgaaaa 


aaaaaaaaafc 


gcttcaaaat 


gtggaggtaa 


taaaatgcaa 



<210> 48 

<211> 3431 

<212> DNA 

<213> Homo sapien 

<400> 48 

cctccttttt tataccttcc cgaaaaaaaa 
ttgaagggga ctgtaagaag atagggtcag 
agaagcatgc tctggagtca aggcagagaa 
aaaggtagga ggcataggga caagggttat 
ataatfcgttg agaatatggc ttttccaggc 
aagtctattt cagcegggag aacactgaca 
taacctaagt tgttcagatt taggaagtga 
agattgactt cttcagctgg gagccactgc 
tgcagcacac gacacgccct agttggaaac 
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tttgctgtgg gcagcggctc tcgtgtgatc 4 80 

tggtgggttt gcaagcacat caagaagccc 540 

caccccaaca atgtgctgct ggctgccggc 600 

gcctacatca aggaggtgga ggaacggccg 660 

tttggggaac tgatgttcga atccagcagt 720 

tcagccagcg ggagccgcgt ggcctcgtcg 780 

tggegctgae cttcatcaca gacaacagcc 840 

tgctgttcac ctatgacgcc gecgegggga 900 

ctaagcagag ctcgcagcgt ggcttgaegg 960 

aggegagetc cgagggtggc aeggctgegg 1020 

gcgtcagcca gatcteggtg ctcagcggcg 1080 

ctggcatgga tggcggcatg agtatctggg 1140 

acctcaagat caaatgaccfc gtgaggaata 1200 

ggggagaggg gtcagggagg ctaatggttg 1260 

gagttcccat aggggctget ccctcaaaaa 1320 

ctattcaagg aatacgtgcc tttttcttaa 1380 

gcccccaaag cactatgetg gtcatgaact 1440 

ctgtgt 1476 



aaaaaaaaaa aaaaaaaaaa aactctcaaa 60 

ctcagctgca gtaagatata agtctcagga 120 

ggacattcta ggccaaagaa atggctgtgc 180 

tattacaact gtacctctta aatttacaca 240 

taggaagttg tgctgcatcc aaaaatgeta 3 00 

gctgggaaag gaccacacgt ggcgtgccca 360 

ccccagfcaag ucctttcgga gtttcgtgfca 420 

gcccggcctc atctcacatc tttcttcctc 480 

aaagteggag tttgtggatt gggggaaggg 540 
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cggggtctaa 


cctcaggtca 


ggcgccgtgc 


aaggtacatc ttggcacccg 


gaagaggccc 


600 


agtacagttg cccccgaggt 


gacccgacct 


cccctaccaa ttgaggcgcc 


cttgttgcca 


660 


ggcttgcggc 


gggggagcgg 


cgggggagcg acggggatgc gctcattggt 


caaggaaggg 


720 


gcgcctgtta 


ctagaggcga 


gaaccggagc 


ccattggtcg gaacacctca 


caatggaccc 


780 


cagcggcgcg 


caaaatcctt 


atgattggtt 


tgctggctgc ctcgggagac 


cctgttgcca 


840 


ggatacttgg 


cgttcccgac 


ccgacccccg 


ttccccattg gctgtcaggg 


caaaagccgc 


900 


catctaatga 


ggagcgaggt 


gcggtgcccc 


gaagcgctcg cttcccgcgg 


tgcgatctag 


960 


tcctgcagta 


ggcggcccgg 


ggccacaccg 


cggccgccca agccagtgca 


aggcccaggg 


1020 


gcctgacatc 


gctcccagcg 


ctcgaggacc gaggcctgct gtggaggaca 


ccgtgctccc 


1080 


tcgggacctg 


ctctggattc 


cggcccggac gtccccttgg agctctgcat 


ctccaacctg 


1140 


gaacccaacc 


cagaagtctc 


aagtttgacg 


catcacgtgg cgtgcggatc 


cactgagggt 


1200 


ccacagagag gggcgcccat 


ctcctgcgtc 


tcagttatcc tggtgttggg 


aattctgtgc 


1260 


cctaaagaat 


tccgactcag atccgaacgg ggatctggtg gaatcgaggg 


tgaaagacca 


1320 


gagggacaat 


gttctactat 


cccaacgtgc 


ttcagcgcca caccggctgc 


tttgccacca 


1380 




ggcgactcgc 


ggcagccggt 


tggtgaagcg cgaatacctg 


agggtgaatg 


1440 


tggtgaaaac 


ctgcgaggaa 


atcctcaatt 


acgtgctggt acgagtgcaa 


cccccgcagc 


1500 


ccggcctgcc 


gcggccccgc 


ttctccctct 


atctctcagc ccaacttcag 


atcggtgtga 


1560 


tccgcgtcta 


ttctcaacaa 


tgccagtacc 


tcgtggagga catccagcac 


atcttggagc 


1620 


gcctccaccg 


tgcccagctg 


cagatccgaa 


tagatatgga gactgagcta 


cccagcctgc 


1680 


tgcttcctaa 


ccacctggcc 


atgatggaga 


ccctagaaga tgctccagat 


cccttttttg 


1740 


ggatgatgtc 


tgtggatccc 


agacttccta gtcctttcga tatccctcag 


attcgacacc 


1800 


tcttagaggc 


tgcaatccca 


gagagagttg aagagatccc tcctgaagtt 


cctacagagc 


1860 


ccagggagcc 


agagaggatt 


ccggtcactg 


tgctgccacc tgaggccatc 


acgatcctgg 


1920 


aggcagagcc 


catacggatg 


ctggagattg 


agggtgaacg ggagctccca 


gaggtcagcc 


1980 


gccgagaact 


ggacctgctg 


atcgcagagg 


aagaagaagc tatcttgtta 


gaaatcccgc 


2040 


ggctcccacc 


tccagctcct 


gcagaggtgg 


aaggaatagg agaggcactg ggtcctgagg 


2100 


agctgaggct 


gacaggctgg gaacctgggg 


ccctactcat ggaggtgacc 


cccccggagg 


2160 


agctgcgtct 


gccagcccca 


cccagcccag 


agaggaggcc cccagtcccc 


ccacctcctc 


2220 


gccgccgccg 


tcgtcgccgg 


ttactgttct 


gggacaagga gactcagatc 


tccccggaga 


2280 


aattccagga 


acaactgcaa 


accagagccc 


actgctggga atgtcctatg 


gtgcagccgc 


2340 


ccgagaggac 


catcagaggc 


cctgcggagt 


tgttcagaac cccaactctc 


tgtaagaatg 


2400 
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gtgggggttg ggcacgaagt atcctcaaaa ccaattcctc attcctggtg ctcctcacgc 2460 

ctcaaaccct gtgcctacta ccctcttgtc cacagctggc tggctacccc ctgaactact 2520 

gggtctctgg acccattgtg cccagccacc cccaaaagcc ctcaggcgag agctgcctga 2580 

ggaggcagcc gctgaggagg aaaggagaaa gattgaagtt ccaagtgaga ttgaggtccc 2640 

gagggaggcc ctggagccca gtgttcccct tatggtgtct ttagagatct ccctagaggc 2700 

agctgaagag gagaagtccc gcatcagcct catcccacca gaagaacggt gggcctggcc 2760 

tgaggtggag gcgccagaag ctcctgcatt gcccgtggtg cctgaactcc ctgaggtgcc 2820 

catggagatg cctttggtgc tgcccccaga gctcgagctg ctctcactgg aagcagtgca 2880 

cagggcagtg gcactggagc tgcaggctaa cagggagccc gacttcagca gcctggtgtc 294 0 

acctctcagc ccccgcagga tggctgcccg ggtcttctac ctgctcctgg tgctctcagc 3 000 

gcaacagatt cttcacgtga aacaagaaaa gccatatggt cgcctcctga tccagccggg 3 060 

gcccagattc cactgaggtt agagtccatt tacaaagctg ccaggaaacc ggccacttct 312 0 

agtaaaccac gtcgtgcctc actgggtcct gcttacctca tttctgaatg tgcatttcca 3180 

gccttcttgc tctcagagct attgttcaag cagaaaacaa gctgctttta ttacagtaaa 3240 

aaaaaaaaga aaaagccccg gggaacacac actatacggg gtggcggaaa caagagggtc 3300 

atgaactggg cccctgggca catcacgggg ttcccggacc cacgttttgt ggaccaaggg 3360 

ggaactctcc gcggaccccc aaaagggagc gaataaccga ataaccaggt accctgatat 3420 

gaactcggaa a 3431 

<210> 49 
<211> 2283 
<212> DNA 
<213> Homo sapien 

<400> 49 

tttttttttt ttttgagaca gagtctcatt ctattgcctg ggctggagca cagtggcgag 60 

atctcggctc accacaacct ccacctccca ggttcaagtg attctcctgc ctcagcctcc 120 

tgagtacctg ggactacagg cgtgagccac catgcccggc taatttttgt atttttagta 180 

gagacggggt ttcactatgt tggccaggct ggtcttgaac tcctgacctc gtgatccgcc 240 

tgccttggcc tcccaaagtg ccgggattac aggcgtgagc cactgtgccc agccggcagg 300 

cttttattaa gcgttagatg ggaggataga ggagtgaagt ggtactggca ggaagtacca 360 

aggttccagc tggcgtaatc aggaaggctg catggaggaa gcagcctttg agctgcctgt 420 

ggagtggtgg gcagggtgtt gtgaagtggc aatcactgga ttttgcttct ggtacgaggt 480 

gtggccagat gcaagaaaga gcagggtgga ctttggtgca attggtgggg gtctggtctg 540 
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tagggttccc 


gtggggagcc 


gtggagggag 


gcagcaaagg 


agggaggggc 


acagaggatg 


600 


ctggactgtg 


tttaagaggc 


agcagggagc 


catggcaggt 


gcttgaggag 


aagcgagtga 


660 


tgtgtttaaa 


gcagcccttt 


caggaggctc 


aggctcacag 


caggatgtgc 


acagtagccc 


720 


tgtcttgagc 


taaagcagat 


gaaggttttg 


ccctctgcac 


ttccccacgt 


gagaaacgaa 


780 


gatgcacccg 


cagattcctt 


gaggcagctc 


ccccacttct 


cagttgccag 


aaatcagccc 


840 


agagaaacaa 


acccgtaatc 


agcccagggt 


gctttccctt 


ccctttctcg 


agggggctgc 


900 


tggttcgcac 


ataaggagtg ggtcactccc 


gcttgggaga 


aagcagcaga 


attccttcac 


960 


agccaggtaa gatgtgccag tggtcgatgg atgaaatcta 


gccggggagt 


tggaatctgt 


1020 


gttgccagca 


gtgacctgtg 


agcagtgaca 


aagccaaagg 


tacaagaaga 


acttgaaggc 


1080 


cctctacgtg 


gtgcacccca 


ccagcttcat 


caaggtcctg 


tggaacatct 


tgaagcccct 


1140 


catcagtcac 


aagtttggga 


agaaagtcat 


ctatttcaac 


tacctgagtg 


agctccacga 


1200 


acaccttaaa 


tacgaccagc 


tggtcatccc 


tcccgaagtt 


ttgcggtacg atgagaagct 


1260 


ccagagcctg 


cacgagggcc 


ggacgccgcc 


tcccaccaag 


acaccaccgc 


cgcggccccc 


1320 


gctgcccaca 


cagcagtttg gcgtcagtct 


gcaatacctc 


aaagacaaaa 


atcaaggcga 


1380 


actcatcccc 


cctgtgctga ggttcacagt 


gacgtacctg agagagaaag gcctgcgcac 


1440 


cgagggcctg 


ttccggagat 


ccgccagcgt 


gcagaccgtc 


cgcgagatcc 


agaggctcta 


1500 


caaccaaggg 


aagcccgtga 


actttgacga 


ctacggggac 


attcacatcc 


ctgccgtgat 


1560 


cctgaagacc 


ttcctgcgag 


agctgcccca 


gccgcttctg 


accttccagg 


cctacgagca 


1620 


gattctcggg 


atcacctgtg 


tggagagcag 


cctgcgtgtc 


actggctgcc 


gccagatctt 


1680 


acggagcctc 


ccagagcaca 


actacgtcgt 


cctccgctac 


ctcatgggct 


tcctgcatgc 


1740 


ggtgtcccgg gagagcatct 


tcaacaaaat 


gaacagctct 


aacctggcct 


gtgtcttcgg 


1800 


gctgaatttg atctggccat 


cccagggggt 


ctcctccctg agtgcccttg tgcccctgaa 


1860 


catgttcact 


gaactgctga 


tcgagtacta 


tgaaaagatc 


ttcagcaccc 


cggaggcacc 


1920 


tggggagcac 


ggcctggcac 


catgggaaca 


ggggagcagg gcagcccctt 


tgcaggaggc 


1980 


tgtgccacgg 


acacaagcca 


cgggcctcac 


caagcctacc 


ctacctccga gtcccctgat 


2040 


ggcagccaga 


agacgtctct 


agtgttgcga 


acactctgta 


tatttcgagc 


tacctcccac 


2100 


acctgtctgt 


gcacttgtat 


gttttgtaaa 


cttggcatct 


gtaaaaataa 


ccagccatta 


2160 


" gatgaattcagaac'cttcta" atgaaaactc catgcctctg gtccttggac tcttgtccat 


2220 


ggttcctgag ctgtggaccg ggatagaata atgcatttgt 


taggatggat 


gttttgatcc 


2280 


caa 












2283 
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<210> 50 

<211> 985 

<212> DNA 

<213> Homo sapien 

<400> 50 

atttgaggaa caaataaatg tgtggaggcc 
gagtgtcata taatgtcctg gaagcccttt 
cctctcctgc aggcctgcgc accgagggcc 
tccgcgagat ccagaggctc tacaaccaag 
acattcacat ccctgccgtg atcctgaaga 
tgaccttcca ggcctacgag cagattctcg 
tcactggctg ccgccagatc ttacggagcc 
acctcatggg cttcctgcat gcggtgtccc 
ctaacctggc ctgtgtcttc gggctgaatt 
tgagtgccct tgtgcccctg aacatgttca 
tcttcagcac cccggaggca cctggggagc 
gggcagcccc tttgcaggag gctgtgccac 
ccctacctcc gagtcccctg atggcagcca 
tatatttcga gctacctccc acacctgtct 
ctgtaaaaat aaccagccat tagatgaatt 
tggtccttgg actcttgtcc atggttcctg 
gttaggatgg atgttttgat cccaa 

<210> 51 

<211> 1815 

<212> DNA 

<213> Homo sapien 

<400> 51 

ggcgggcgag cggctgggac gggatgggat 

gtgggcggag ctgccggggt cagttggtcc 

ccctccttct cccggcgcct caagcggaag 

ccaaaagttt gttacccaag atgatgaatg 

atgcagttaa ggaagaaaat ctgaagctaa 

tagaaaatct catgtcagct tctagtgttt 

agtaagggat tgacaccctt ctgttttatg 
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agccacaggt gggtgatgcc atgggcaggg 60 

gggctgggac ctgtgagatg cctggaagct 12 0 

tgttccggag atccgccagc gtgcagaccg 180 

ggaagcccgt gaactttgac gactacgggg 240 

ccttcctgcg agagctgccc cagccgcttc 300 

ggatcacctg tgtggagagc agcctgcgtg 360 

tcccagagca caactacgtc gtcctccgct 42 0 

gggagagcat cttcaacaaa atgaacagct 480 

tgatctggcc atcccagggg gtctcctccc 54 0 

ctgaactgct gatcgagtac tatgaaaaga 600 

acggcctggc accatgggaa caggggagca 660 

ggacacaagc cacgggcctc accaagccta .720 

gaagacgtct ctagtgttgc gaacactctg 780 

gtgcacttgt atgttttgta aacttggcat 840 

cagaaccttc taatgaaaac tccatgcctc 900 

agctgtggac cgggatagaa taatgcattt 960 

985 



tcttctcacg gcgcacgttc tgtgggcgga 60 

aagtgtcccg gcctgaggtg tcggccggat 120 

accattcctc aagaattttg tatccaaggc 180 

ctgacatgga tgatctctct gcaagagtag 24 0 

aatcagaaaa ccaagttctt ggacaatata 300 

ttcaaacaac tgacacaaaa agcaaaagaa 360 

gaattgctgc tgatcatttt ttctttaaaa 420 
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cttggataga 


ttccaaaagt 


tacagtacct 


ttgtggcttc attgaatatt 


tatgaagata 


480 


atgtcagatg 


tagacaaaaa 


taacacaata 


acaggagact 


tccataagtt 


tgtgtattat 


540 


gttagtctat 


gaaaacgtgc 


aaatgtattg 


tagagacttt 


atgattagaa 


ttgcatatat 


600 


ttatgaaact 


taaagatgaa 


tgttttattg aatttgtagg 


tttagcactg 


tcttttatta 


660 


taggattagt 


aagatataca 


agaaaataac 


caccgtgttg 


tgaaaaagtg 


accaaaatca 


720 


tgtactaaat 


gcacagcttt 


atgtaccctg 


tccaccatct 


tgtgcctctt 


ctccatttgc 


780 


ctcttccttc 


ctatttccct 


tccgctaagg aaaaaaattg gtgtcacatt 


tgtaaaagta 


840 


attttaatag 


ttaatcatct 


ctgagagtaa 


cctgtatttt 


aattgttgaa 


acttaaccaa 


900 


aataagatac 


tgtctcagct 


agggcttgtc 


atttgtgtat 


ttagtgttaa 


gataggaatg 


960 


ctagtgtctc 


tttaattaat 


tggaaataga 


tggaggctaa 


aaatgaaggt 


ttttctttga 


1020 


aactgaatta 


acttgggaat 


atttgttgtt 


aaaaacttct 


ttttgcccaa 


aataactcat 


1080 


tttgtattat 


ctgaaaatat 


ataatttctg gtcatgtgta 


tgttaaaata 


gaaaattttg 


1140 


aggaaaaatg 


gaaatagggt 


ggaaaagtac 


tcggtaaaca gtagtaacca aatattttca 


1200 


ctccagattt 


gtgttttctc 


tggcacagag 


tagatctttt 


gggaaatata 


tatgaaagtg 


1260 


gattaagttt 


gactaccctt 


atgttagcca 


catctggatg agaacagtta 


caaagagttt 


1320 


ggtctctaag 


ttgatttgta 


cccagtgggt 


caacttctgc 


aaaattccgt 


aatggtgtat 


1380 


tagtattaga 


atagtgaata 


aaatgggaaa gttatacatg 


tatacttatt 


atcttgctca 


1440 


gtattttatc 


tcacttgttc 


tagaattttc 


tgtaaaccct 


gctactgggt 


ttgaagagtt 


1500 


ttagtcatcc 


tttaacaatt 


tttaaaaatt 


tagcttctag 


attccatttg gtaaggaaat 


1560 


caatattgga 


agtattgcta 


aaatcttata 


atatgaaaag 


agatccacta 


atgtagctta 


1620 


aggttattag 


atttgggctt 


ttaatcatgg 


aataatctta 


tgtattggtg 


taagagttga 


1680 


tgaatgactt 


tagctgtgtg 


aatatataat 


agtcaaactg 


caaacatttt 


gcatcccttt 


1740 


tgtgacctaa 


tttacagaca 


tttaaattgt 


gttgcagttc 


tgctttgccg 


tttaataaaa 


1800 


agctatttca 


gaggt 










1815 


<210> 52 

<211> 1298 

<212> DNA 

<213> Homo sapien 












<400> "52 
aatagcgacc 


actataggga 


atttagccct 


gagcagtaat 


tcggcacgag gggacgaagg 


60 


ggtagttctt 


tcacctcggc 


tgggcgccta 


gaaaagccta 


gaaacagctc 


cttttttctt 


120 


ccgcctccga 


gtcttcgcgt 


cagcgtcctg 


cgcagggccc 


ttggggcgaa 


tcgcggtgcg 


180 
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cgtcggggcg 


accgccctcc 


ctccctggga 


ggggcgaggg 


ggctagcggc 


gacggctggg 


240 


gcgagcgcgc 


ctgcgcgctg ggtgattttt 


tcacgtgtcg 


ccagggccgg 


actgcgagtc 


300 


tctttgcggc 


gctacactag 


agcagagtac 


gagtctgagg 


cggagggagt 


aatgggtgag 


360 


tcccgcgtgg 


ccccgaggcc 


tgcaggcccg ggcctgtctg 


aggcgtacgg 


ggatccctga 


420 


cgcccctctt 


ttgttgggct 


gggcgggagg 


gattggtggc 


cactcagtga 


ccagcgcccg 


480 


atggcacctt 


ggagcggcaa 


ggcccgcccg 


acccttttct 


cccccagggc 


tctttgcacg 


540 


cgcgtgtgct 


gccggtgtgt 


aaggcagggg 


ggcgagaacc 


cgggcgcacg 


cgcagcgtct 


600 


cacctgcttc 


tgcagggcct 


ttgtggatgt 


gtaatatctt 


gggtaaaaat 


catggtgcca 


660 


ggcagggagc 


ttgacccagc 


gtttcctgaa 


aatttctgga 


aaaacctgaa 


gaaggaaaac 


720 


atttgacctt 


ggaataaact 


aaggttgacc 


ttaaagctgg 


tctggttgct 


caccggagga 


780 


gcgacaacga 


cccctaacag 


acgcaggaca 


agcgtttaga 


aagtttcttc 


cactctttga 


840 


ccgagtattg 


gttgaaagga gtgctgctga 


aactgtaacc 


aaaggaggca 


ttatgcttcc 


900 


agaaaaatct 


caaggaaaag 


tattgcaagc 


aacagtagtc 


gctgttggat 


cgggttctaa 


960 


aggaaagggt 


ggagagattc 


aaccagttag 


cgtgaaagtt 


ggagataaag 


ttcttctccc 


1020 


agaatatgga 


ggcaccaaag 


tagttctaga 


tgacaaggat 


tatttcctat 


ttagagatgg 


1080 


tgacattctt 


ggaaagtacg 


tagactgaaa 


taagtcacta 


ttgaaatggc 


atcaacatga 


1140 


tgctgcccat 


tccactgaag 


ttctgaaatc 


tttcgtcatg 


taaataattt 


ccatatttct 


1200 


cttttataat 


aaactaatga 


taactaatga 


catccagtgt 


ctccaaaatt 


gtttccttgt 


1260 


actgatataa 


acacttccaa 


ataaaaatat 


gtaaatga 






1298 



<210> 53 

<211> 1566 

<212> DNA 

<213> Homo sapien 

<400> 53 

aatagcgacc actataggga atttagccct gagcagtaat tcggcacgag gggacgaagg 60 

ggtagttctt tcacctcggc tgggcgccta gaaaagccta gaaacagctc cttttttctt 12 0 

ccgcctccga gtcttcgcgt cagcgtcctg cgcagggccc ttggggcgaa tcgcggtgcg 180 

cgtcggggcg accgccctcc ctccctggga ggggcgaggg ggctagcggc gacggctggg 240 

gcgagcgcgc ctgcgcgctg ggtgattttt tcacgtgtcg ccagggccgg actgcgagtc 300 

tctttgcggc gctacactag agcagagtac gagtctgagg cggagggagt aatgggtgag 360 

tcccgcgtgg ccccgaggcc tgcaggcccg ggcctgtctg aggcgtacgg ggatccctga 420 

cgcccctctt ttgttgggct gggcgggagg gattggtggc cactcagtga ccagcgcccg 480 
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atggcacctt ggagcggcaa ggcccgcccg acccttttct cccccagggc tctttgcacg 540 

cgcgtgtgct gccggtgtgt aaggcagggg ggcgagaacc cgggcgcacg cgcagcgtct 600 

cacctgcttc tgcagggcct ttgtggatgt gtaatatctt gggtaaaaat catggtgcca 660 

ggcagggagc ttgacccagc gtttcctgaa aatttctgga aaaacctgaa gaaggaaaac 720 

atttgacctt ggaataaact aaggttgacc ttaaagctgg tctggttgct caccggagga 780 

gcgacaacga cccctaacag acgtaaggaa tcgggaatta aacttggaat attgggttag 840 

tacattcaaa tgcgcttcct taacgaataa gctgaggttt ggtgttaact ttcaaagcca 900 

aaacgtgttg agatgtatag cacggtggcg ttgcctgttg ataatgtgat tacatttagt 960 

ttttgtttca aaacatttct cttcctacag gcaggacaag cgtttagaaa gtttcttcca 1020 

ctctttgacc gagtattggt tgaaaggagt gctgctgaaa ctgtaaccaa aggaggcatt 1080 

atgcttccag aaaaatctca aggaaaagta ttgcaagcaa cagtagtcgc tgttggatcg 1140 

ggttctaaag gaaagggtgg agagattcaa ccagttagcg tgaaagttgg agataaagtt 1200 

cttctcccag aatatggagg caccaaagta gttctagatg acaaggtgtg taaacttaat 1260 

aattctaaaa agaagtcaga tatttgcaat tagttgtctt aactaatggt ttttttcact 1320 

tgcaggatta tttcctattt agagatggtg acattcttgg aaagtacgta gactgaaata 13 80 

agtcactatt gaaatggcat caacatgatg ctgcccattc cactgaagtt ctgaaatctt 1440 

tcgtcatgta aataatttcc atatttctct tttataataa actaatgata actaatgaca 1500 

tccagtgtct ccaaaattgt ttccttgtac tgatataaac acttccaaat aaaaatatgt 1560 
aaatga 



1566 



<210> 54 

<211> 630 

<212> DNA 

<213> Homo sapien 

<400> 54 

aggactgatg ttgtaagtac tctagagaga tcctcttcga ctgcacccgc tggacagcca 60 

ggccagcaac aatgcccacg atggggatgg tggactggga agatggctcc catctcaggg 120 

tgaggggctt cggcagcccc tcatgctgta catggcatgt gtatctctgc tcttctccag 180 

aaggcaccac cacagctgcc cacttctgga aggttctatc tcctgctggt ctggtctcca 240 

caagctcagrt gtcctgagtt tggtcctcgc catcccgctg ccaggtcagt gtgatctccg 3 00 

cagggtagaa gcccagggcc cagcacctca gggtggcctc atggtcagag acggggtggt 360 

gggtcacgtg tgtctttggg gggtccgcgc gctgcagcgt ctccttcccg ttctccaggt 420 

atctgcggag ccactccacg cacgtgccct ccaggtaggc tctcacctgc tccgccacac 480 
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gggccgcctc ccacttgcgc tgggtgatct 
gcaggtcctc gttcagggcg atgtaatcct 
ggaggaggcg cccgtccggc cccacgtcgc 

<210> 55 

<211> 714 

<212> DNA 

<213> Homo sapien 

<400> 55 

tgcatgctcg agcggcgctg tgtgatggat 
ggggccaagt gggaggccag gtcagtgtgg 
ccaagatcct gagtgacatg cgaagccaat 
atgctgaagc ctggttcacc agccggactg 
cggagcagct ccagatgagc aggtccgagg 
ttgagattga gctgcagtca cagctgagca 
aaacggaggc gcgctttgga gcccagctgg 
aagcccagct gggcgatgtg cgagctgata 
tcatggacat caagtcgcgg ctggagcagg 
gacaggaaga tcactacaac aatttgtctg 
ggggcttctg ctgtcctttg gagggtgtct 
cttacccccg gctcttctcc tgacctgcca 

<210> 56 

<211> 950 

<212> DNA 

<213> Homo sapien 

<400> 56 

agatatccgc ccctgacacc attcctccct 
gcgccaggtg agggcctcgc cgctcctccc 
gaccagggtt gctccgtccg tgctccgcct 
gtcggccacg tcgtccttcg gaggcctggg 
cgcttttcgc gcgcccagca ttcacggggg 
"cgcccgcttt gtgtcctcgt cctcctcggg 
gaccgcgtcc gacgggctgc tggcgggcaa 
ccgcctggcc tcctacctgg acaaggtgcg 
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gagccgcggt gtccgccgcg gtccaggagc 540 
tgccgtcgta ggcgtactgg ttatgcccgc 600 

630 



gcgtggtcgc ggccgaaatc agtacgctga 60 

aggtggattc cgctccgggc accgatctcg 120 

atgaggtcat ggccgagcag aaccggaagg 180 

aagaattgaa ccgggaggtc gctggccaca 240 

ttactgacct gcggcgcacc cttcagggtc 300 

tgaaagctgc cttggaagac acactggcag 360 

cgcatatcca ggcgctgatc agcggtattg 42 0 

gtgagcggca gaatcaggag taccagcggc 480 

agattgccac ctaccgcagc ctgctcgagg 540 

cctccaaggt cctctgaggc agcaggctct 600 

tctgggtaga gggatgggaa ggaagggacc 660 

ataaaaattt atggtccaag ggag 714 



tcccccctcc accggccgcg ggcataaaag 60 

gcgaatcgca gcttctgaga ccacttctga 120 

cgccatgact tcctacagct atcgccagtc 180 

cggcggctcc gtgcgttttg ggccgggggt 240 

ctccggcggc cgcggcgtat ccgtgtcctc 3 00 

gggctacggc ggcggctacg gcggcgtcct 360 

cgagaagcta accatgcaga acctcaacga 420 

cgccctggag gcggccaacg gcgagctaga 4 80 
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ggtgaagatc cgcgactggt accagaagca ggggcctggg ccctcccgcg actacagcca 540 

ctactacacg accatccagg acctgcggga caagattctt ggtgccacca ttgagaactc 600 
caggattgtc ctgcagatcg acaacgcccg tctggctgca gatgacttcc gaaccaagtt . 660 

tgagacggaa caggctctgc gcatgagcgt ggaggccgac atcaacggcc tgcgcagggt 720 

gctggatgag ctgaccctgg ccaggaccga cctggagatg cagatcgaag gcctgaagga 780 

agagctggcc tacctgaaga agaaccatga ggaggaaatc agtacgctga ggtgggggcc 84 0 

acaaagggtg ggggggaacg ggggcccaag ggttccaagg tgttggacgg tggatccgct 900 

cgggcacgat ctcgcagatc tgagtgacat gcgagcatat gagtcatgcg 95 0 

<210> 57 

<211> 280 

<212> DNA 

<213> Homo sapien 

<400> 57 

tgtcgagcgg cgcagtgtga tggatcggcc gcccgggcag ggcggctcat ggacatcaag 60 

tcgcggctgg agcaggagat tgccacctac cgcagcctgc tcgagggaca ggaagatcac 12 0 

tacaacaatt tgtctgcctc caaggtcctc tgaggcagca ggctctgggg cttctgctgt 180 

cctttggagg gtgtcttctg ggtagaggga tgggaaggaa gggaccctta cccccggctc 240 

ttctcctgac ctgccaataa aaatttatgg tccaagggag 280 

<210> 58 

<211> 294 

<212> DNA 

<213> Homo sapien 

<400> 58 

gcggccgcct actactacta ctgctcgaat tcaagcttct aacgatgtac ggggagcggc 60 

tcatggacat caagtcgcgg ctggagcagg agattgccac ctaccgcagc ctgctcgagg 120 

gacaggaaga tcactacaac aatttgtctg cctccaaggt cctctgaggc agcaggctct 18 0 

ggggcttctg ctgtcctttg gagggtgtct tctgggtaga gggatgggaa ggaagggacc 240 

cttacccccg gctcttctcc tgacctgcca ataaaaattt atggtccaag ggag 294 

<210> 59 

<211> 1028 

<212> DNA 

<213> Homo sapien 

<400> 59 

aaacctaggc taggtmgagg ckggtgtgaa tcggcmgagg gcagcttctg agaccagggt 60 
tgctccgtcc gtgctccgcc tcgccatgac ttcctacagc tatcgccagt cgtcggccac 120 
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gtcgtccttc ggaggcctgg gcggcggctc 
cgcgcccagc attcacgggg gctccggcgg 
tgtgtcctcg tcctcctcgg ggggctacgg 
cgacgggctg ctggcgggca acgagaagct 
ctcctacctg gacaaggtgc gcgccctgga 
ccgcgactgg taccagaagc aggggcctgg 
gaccatccag gacctgcggg acaagattct 
cctgcagatc gacaacgccc gtctggctgc 
acaggctctg cgcatgagcg tggaggccga 
gctgaccctg gccaggaccg acctggagat 
ctacctgaag aagaaccatg aggaggaaat 
ggtcagtgtg gaggtggatt ccgctccggg 
gcgaagccaa tatgaggtca tggccgagca 
cagccggctg aaaattgacg ggrgcsctgc 
crgggccccc aggttaagag gggcacatag 
acgccgga 

<210> 60 

<211> 1389 

<212> DNA 

<213> Homo sapien 

<400> 60 

agtttcattg cacacaggtc tcagagattt 
cacccaagtc cccctggctc cagttttctt 
gcaaggcctc ccagagagcg ggccaatggg 
agggtgccgg ggtatattca tttgctcccc 
gtgcctgtgt gttgaactgg taccaacctc 
accattgaga actccaggat tgtcctgcag 
ttccgaacca agtgagtgtc tctgtcctgg 
ttggggggtt tagaatctgc cctcacctag 
gactcctgaa ctctggggag gtagggaagt 
ctgcaactat ttcctttgaa aggtttgaga 
ccgacatcaa cggcctgcgc agggtgctgg 
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cgtgcgtttt gggccggggg tcgcttttcg 180 

ccgcggcgta tccgtgtcct ccgcccgctt 240 

cggcggctac ggcggcgtcc tgaccgcgtc 300 

aaccatgcag aacctcaacg accgcctggc 360 

ggcggccaac ggcgagctag aggtgaagat 42 0 

gccctcccgc gacfcacagcc actactacac 48 0 

tggtgccacc attgagaact ccaggattgt 54 0 

agatgacttc cgaaccaagt ttgagacgga 600 

catcaacggc ctgcgcaggg tgctggatga 660 

gcagatcgaa ggcctgaagg aagagctggc 720 

cagtacgctg aggggccaag tgggaggcca 780 

caccgatctc gccaagatcc tgagtgacat 84 0 

gaaccggaag gatgctgaag cctggttcac 900 

ccacgrgrag ccraaamacg scmggwatgr 960 

agctgtaaca ccaaaggggg ttgccagcat 102 0 

1028 



cctccccagg cttgccttcc tgccctcccc 60 

cctgccccag cttctgggca tggactgttt 120 

cggcagatgc tggctagggc tttggtctct 180 

tctctcttct gggaagaaag tgagtgggca 240 

tgcctctgcc ttccagatat tcttggtgcc 3 00 

atcgacaacg cccgtctggc tgcagatgac 3 60 

gggctgcaga agccaggact ggggtagggg 420 

cctagatggc ctgaagctaa cccccctatg 480 

cttcagagat gctgaggaag ctctgcctgg 540 

cggaacaggc tctgcgcatg agcgtggagg 6 00 

atgagctgac cctggccagg accgacctgg 660 
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56 








agatgcagat 


cgaaggcctg 


aaggaagagc 


tggcctacct 


gaagaagaac 


catgaggagg 


720 


aaatcagtac 


gctgaggggc 


caagtgggag 


gccaggtcag 


tgtggaggtg 


gattccgctc 


780 


cgggcaccga 


tctcgccaag 


atcctgagtg 


acatgcgaag 


ccaatatgag 


gtcatggccg 


840 


agcagaaccg 


gaaggatgct 


gaagcctggt 


tcaccagccg 


gactgaagaa 


ttgaaccggg 


900 


aggtcgctgg 


ccacacggag 


cagctccaga 


tgagcaggtc 


cgaggttact 


gacctgcggc 


960 


gcacccttca 


gggtcttgag 


attgagctgc 


agtcacagct 


gagcatgaaa 


gctgccttgg 


1020 


aagacacact 


ggcagaaacg 


gaggcgcgct 


ttggagccca 


gctggcgcat 


atccaggcgc 


1080 


tgatcagcgg 


tattgaagcc 


cagctgggcg 


atgtgcgagc 


tgatagtgag 


cggcagaatc 


1140 


aggagtacca 


gcggctcatg 


gacatcaagt 


cgcggctgga 


gcaggagatt 


gccacctacc 


1200 


gcagcctgct 


cgagggacag 


gaagatcact 


acaacaattt 


gtctgcctcc 


aaggtcctcfc 


126 0 


gaggcagcag 


gctctggggc 


ttctgctgtc 


ctttggaggg 


tgtcttctgg 


gtagagggat 


1320 


gggaaggaag 


ggacccttac 


ccccggctct 


tctcctgacc 


tgccaataaa 


aatttatggt 


1380 


ccaagggag 












1389 


<210> 61 

<211> 1042 

<212> DNA 

<213> Homo sapien 












<400> 61 
gaaaacggga 


aagtccctct 


ctctaacctg 


gcactgcgtc 


gctggcttgg 


agacaggtga 


60 


cggtccctgc 


gggccttgtc 


ctgattggct 


gggcacgcgt 


ttaatataag 


tggaggygtc 


120 


gcgctggcgg 


gcattcctga 


agctgacagc 


attcgggccg 


agatgtctcg 


ctccgtggcc 


180 


ttagctgtgc 


tcgcgctact 


ctctctttct 


ggcctggagg 


ctatccagcg 


tactccaaag 


240 


attcaggttt 


actcacgtca 


tccagcagag 


aatggaaagt 


caaatttcct 


gaattgctat 


300 


gtgtctgggt 


ttcatccatc 


cgacattgaa 


gttgacttac 


tgaagaatgg 


agagagaatt 


360 


gaaaaagtgg 


agcattcaga 


cttgtctttc 


agcaaggact 


ggtctttcta 


tctcttgtac 


420 


tacactgaat 


tcacccccac 


tgaaaaagat 


gaatcgagac 


atgtaagcag 


catcatggag 


480 


gtttgaagat 


gccgcatttg 


gattggatga 


attccaaatt 


ctgcttgctt 


gctttttaat 


540 


attgatatgc 


ttatacactt 


acactttatg 


cacaaaatgt 


agggttataa 


taatgttaac 


600 


atggacatga 


tcttctttat 


aattctactt 


tgagtgctgt 


ctccatgttt 


gatgtatctg 


660 


agcaggttgc 


tccacaggta 


gctctaggag 


"ggctggcaac 


ttagaggtgg 


ggagcagaga 


720 


attctcttat 


ccaacatcaa 


catcttggtc 


agatttgaac 


tcttcaatct 


cttgcactca 


780 


aagcttgtta 


agatagttaa 


gcgtgcataa 


gttaacttcc 


aatttacata 


ctctgcttag 


840 
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aatttggggg 


aaaatttaga 


aatataattg 


tgaaacattt 


tgtcatataa 


gattcatatt 


tggttgtggt 


taatctggtt 




aaaaaaaatc 


ttaaaaaaca 


ct 


<210> 62 

<211> 718 

<212> DNA 

<213> Homo sapien 




<400> 62 
gagcggccgc 


agugcgatgg 


auggccgccc 


tgaaaaagat 


gagtatgcct 


gccgcgugaa 


taagtgggat 


cgagacatgt 


aagcagcat c 


ggatgaattc 


caaattctgc 




tttatgcaca 


aaatgtaggg 


ttataataat 


ctactttgag 


tgctgtctcc 


a r*c4— ♦» 4— sra 4— 

atgttLgatg 


taggagggct 


ggcaacttag 


aggtggggag 


ttggtcagat 


ttgaactctt 


caatctcttg 


gcataagtta 


acttccaatt 


tacatactct 


taattgacag 


gattattgga 


aatttgttat 


catatttact 


tcttatacat 


ttgataaagt 


tttgttccac 


aagttaaata 


aatcataaaa 



<210> 63 

<211> 1308 

<212> DNA 

<213> Homo sapien 

<400> 63 

gtaggtggtc ccttccgcac atttcactct 
gacagagggc tagattttcc ccgcccactc 
tgaccggtgg gtggtttctc cctcctcccc 
ctccccccac cccgtgccgg gtgcgcggcc 
gggcgagccc actgtgcggc cgtcgtgggg 
ctaagtgaag gcttccgtcc ctggagagga 
gcgggtgtgc tagcgttggg acggtccttt 
ggagccagct ccgttcggaa cactcccggg 
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acaggattat 


tggaaatttg 


ttataatgaa 


900 


tacttcttat 


acatttgata 


aagtaaggca 


960 


ccacaagtta 


aataaatcat 


aaaacttgaa 


1020 








1042 


gggcaggtac 


tacactgaat 


tcacccccac 


60 


ccatgtgact 


ttgtcacagc 


ccaagatagt 


120 


atggaggttt 


gaagatgccg 


catttggatt 


180 


tttaatattg 


atatgcttat 


acacttacac 


240 


gttaacatgg 


acatgatctt 


ctttataatt 


300 


tatctgagca 


ggttgctcca 


caggtagctc 


360 


cagagaattc 


tcttatccaa 


catcaacatc 


420 


cactcaaagc 


ttgttaagat 


agttaagcgt 


480 


gcttagaatt 


tgggggaaaa 


tttagaaata 


540 


aatgaatgaa 


acattttgtc 


atataagatt 


600 


aaggcatggt 


tgtggttaat 


ctggtttatt 


660 


cttgaaaaaa 


aaaatcttaa 


aaaacact 


718 


gtacagcaaa 


tggtttcttc 


ccatttgcta 


60 


tcgactcttc 


aggtagttcg 


cccctccccg 


120 


gcctcgggag 


ctggatggtc 


tcgcctctcc 


180 


tgggagtcag 


cggcccgagc 


gggaagcgcc 


240 


gaagcgaagg 


ttcctgattc 


cacctacctc 


300 


ggcggcgccc 


tgtatcggcc 


ttcgtcctcc 


360 


gttgccgcga 


ggggtaggag 


tgggcgtggc 


420 


ccgacccgac 


tcgctcatcc 


tgcaggagct 


480 
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gcggcgccaa 


gatgagtgga gaggagaacc 


cagccagcaa 


gcccacgccg 


gtgcaggacg 


540 


tacagggcga 


cgggcgctgg atgtccctgc 


accatcggtt 


cgtggctgac 


agcaaagata 


600 


aggaacccga 


agtcgtcttc atcggggact 


ccttggtcca 


gctcatgcac 


cagtgcgaga 


660 


tctggcgcga gctcttctct cctctgcatg 


cacttaactt 


tggcattggt 


ggtgacggca 


720 


cacagcatgt actgtggcgg ctggagaatg gggagctgga acacatccgg cccaaggtga 


780 


gcggggcttg 


ggtggggctc taaaacatct 


tttggctgcc 


ccctcaccgc 


tgcttcatgt 


840 


ctctttttcc 


acagattgtg gtggtctggg 


tgggcaccaa 


caaccacgga 


cacacagcag 


900 


agcaggtgac 


tggtggcatc aaggccattg tgcaactggt 


gaatgagcga 


cagccccagg 


960 


cccgggttgt 


ggtgctgggc ctgcttccgc 


gaggccaaca 


tcccaaccca 


cttcgggaga 


1020 


agaaccgaca 


ggtgaacgag ctggtacggg 


cggcactggc 


tggccaccct 


cgggcctact 


1080 


tcctagatgc 


cgaccctggc tttgtgcact 


cagatggcac 


catcagccat 


catgacatgt 


1140 


atgattacct 


gcatctgagc cgcctgggct 


acacacctgt 


ttgccgggct 


ctgcactccc 


1200 


tgcttctgcg 


tctgctggcc caagaccagg gccaaggtgc 


tcccctgctg gagcccgcac 


1260 


cctaagcatc 


ctgctgcctt cccacaacat 


taaactctcc 


ttcctcag 




1308 


<210> 64 

<211> 933 

<212> DNA 

<213> Homo sapien 










<400> 64 
atataaccgc 


gtggcccgcg cgcgcgcttc 


cctcccggcg 


cagtcaccgg cgcggtctat 


60 


ggctgcgact 


tctctaatgt ctgctttggc 


tgcccggctg 


ctgcagcccg 


cgcacagctg 


120 


ctcccttcgc 


cttcgccctt tccacctcgc 


ggcagttcga 


aatgaagctg 


ttgtcatttc 


180 


tggaaggaaa 


ctggcccagc agatcaagca 


ggaagtgcgg 


caggaggtag 


aagagtgggt 


240 


ggcctcaggc 


aacaaacggc cacacctgag 


tgtgatcctg 


gttggcgaga 


atcctgcaag 


300 


tcactcctat 


gtcctcaaca aaaccagggc 


agctgcagtt 


gtgggaatca 


acagtgagac 


360 


aattatgaaa 


ccagcttcaa tttcagagga 


agaattgttg 


aatttaatca 


ataaactgaa 


420 


taatgatgat 


aatgtagatg gcctccttgt 


tcagttgcct 


cttccagagc 


atattgatga 


480 


gagaaggatc 


tgcaatgctg tttctccaga 


caaggatgtt 


gatggctttc 


atgtaattaa 


540 


tgtaggacga 


atgtgtttgg atcagtattc catgttaccg gctactccat ggggtgtgtg 


600 


ggaaataatc 


aagcgaactg gcattccaac 


cctagggaag aatgtggttg tggctggaag 


660 


gtcaaaaaac 


gttggaatgc ccattgcaat 


gttactgcac 


acagatgggg 


cgcatgaacg 


720 


tcccggaggt 


gatgccactg ttacaatatc 


tcatcgatat 


actcccaaag 


agcagttgaa 


780 
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gaaacataca attcttgcag atattgtaat atctgctgca ggtatgtctc ttcaactgct 840 
cttccagagc atattgatga gagaaggatc tgcaatgctg tttctccaga caaggatgtt 



900 

gatggctttc atgttattac tgtaggacga atg 933 

<210> 65 

<211> 2352 

<212> DNA 

<213> Homo sapien 

<400> 65 

aggtggttgg gtgacgcccc aggaaagcgc tccaggccga gggcgggcgg cgccgccgcg 60 

cccgacgcct ctgggggtgg ggacttcgcg ggagtcgccg gcggaggcga ggaggagctc 120 

tgcgcggcgc ggcgggcgat ccgagccggg acgggctgca ggcgggggtg ctgcagagga 180 

cacgaggcgg cgggctggag acatggaccg cggcgagcaa ggtctgctga gaacagaccc 24 0 

agtccctgag gaaggagaag atgttgctgc cacgatcagt gccacagaga ccctctcgga 3 00 

agaggagcag gaagagctaa gaagagaact tgcaaaggta gaagaagaaa tccagactct 360 

gtctcaagtg ttagcagcaa aagagaagca tctagcagag atcaagcgga aacttggaat 420 

caattctcta caggaactaa aacagaacat tgccaaaggg tggcaagacg tgacagcaac 480 

atctgcttac aagaagacat ctgaaacctt atcccaggct ggacagaagg cctcagctgc 540 

tttttcgtct gttggctcag tcatcaccaa aaagctggaa gatgtaaaat tgcaagcctt 600 

ttcacattcc tttagtatac gttccattca gcattcaatt agcatgcctg ctatgagaaa 660 

ctccccaact tttaaatcat ttgaagaaaa ggtcgaaaac ttaaagtcta aagtaggggg 720 

aaccaagcct gctggtggtg attttggaga agtcttgaat tcggctgcaa atgctagtgc 780 

caccaccacg gagcctcttc cagaaaagac acaggagagc ctgtgagatt cctacctttg 840 

ttctgctacc cactgccaga tgctgcaagc gaggtccaag cacatcttgt caacatgcat 900 

tgccatgaat ttctaccaga tgtgctttta tttagcttta catattcctt tgaccaaata 960 

gtttgtgggt taaacaaaat gaaaatatct tcacctctat tcttgggaaa caccctttag 1020 

tgtacattta tgttccttta tttaggaaac accattataa aaacacttat agtaaatggg 1080 

gacattcact ataatgatct aagaagctac agattgtcat agttgttttc ctgctttaca 1140 

aaattgctcc agatctggaa tgccagtttg acctttgtct tctataatat ttcctttttt 12 00 

tcccctcttt gaatctctgt atatttgatt cttaactaaa attgttctct taaatattct. 1260 

gaatcctggt aattaaaagt ttgggtgtat tttctttacc tccaaggaaa gaactactag 1320 

ctacaaaaaa tattttggaa taagcattgt tttggtataa ggtacatatt ttggttgaag 1380 

acaccagact gaagtaaaca gctgtgcatc caatttatta tagttttgta agtaacaata 1440 
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tgtaatcaaa 


cttctaggtg 


acttgagagt 


ggaacctcct 


atatcattat 


ttagcaccgt 


1500 


ttgtgacagt 


aaccatttca 


gtgtattgtt 


tattatacca 


cttatatcaa 


cttatttttc 


1560 


accaggttaa 


aattttaatt 


tctacaaaat 


aacattctga 


atcaagcaca 


ctgtatgttc 


1620 


agtaggttga 


actatgaaca 


ctgtcatcaa 


tgttcagttc 


aaaagcctga 


aagtttagat 


1680 


ctagaagctg 


gtaaaaatga 


caatatcaat 


cacattaggg 


gaaccattgt 


tgtcttcact 


1740 


taatccattt 


agcactattt 


aaaataagca 


caccaagtta 


tatgactaat 


ataacttgaa 


1800 


aattttttat 


actgaggggt 


tggtgataac 


tcttgaggat 


gtaatgcatt 


aataaaaatc 


1860 


aactcatcat 


tttctacttg 


ttttcaatgt 


gttggaaact 


gtaaaatgat 


actgtagaac 


1920 


ctgtctccta 


ctttgaaaac 


tgaatgtcag 


ggctgagtga 


atcaaagtgt 


ctagacatat 


1980 


ttgcatagag 


gccaaggtat 


tctattctaa 


taactgctta 


ctcaacacta 


ccaccttttc 


2040 


cttatactgt 


atatgattat 


ggcctacaat 


gttgtatttg 


ttatttatta 


aattgtgatt 


2100 


gttttattat 


tgtttatgcc 


aaatgttaac 


tgccaagctt 


ggagtgacct 


aaagcatttt 


2160 


ttaaaagcat 


ggctagattt 


acttcagtat 


aaattatctt 


atgaaaacca 


aattttaaaa 


2220 


gccacaggtg 


ttgattgtta 


taaaataaca 


tgctgccatt 


cttgattgct 


agagtttttg 


2280 


ttagtacttt 


ggatgcaatt 


aaaactatgt 


gctatcacat 


gtgaaaagct 


taataaattc 


2340 


catctatcag 


ta 










2352 


<210> 66 

<211> 4915 

<212> DNA 

<213> Homo sapien 












<400> 66 
gagcctcctg 


ggccggcgcc 


gcaagttgca 


tctcccggat 


ccggatctgg 


catcctgggg 


60 


ccctggaagg 


agcggctctg 


gcgggggcag 


atgggactgc 


atgtgtgagt 


gtgagtgtgc 


120 


gtgtgtgggg 


gagagggaga 


gaaggttctg 


ggaggtggcg 


aaggggctag 


cgtcaggggc 


180 


tggcggccgt 


gatgcgcttt 


gggtggaaag 


ccgcgtgaag 


ggagcacggc 


gcagccagct 


240 


cctgtaagtg 


actggaacca 


ggaacagagg 


acagtgagtc 


gctctcgtcc 


ctccaggtct 


300 


gctgagaaca 


gacccagtcc 


ctgaggaagg 


agaagatgtt 


gctgccacga 


tcagtgccac 


360 


agagaccctc 


tcggaagagg 


agcaggaaga 


gctaagaaga 


gaacttgcaa 


aggtagaaga 


420 


agaaatccag 


actctgtctc 


aagtgttagc 


agcaaaagag 


aagcatctag 


cagagatcaa 


480 


gcggaaactt 


ggaatcaatt 


ctctacagga 


actaaaacag 


aacattgcca 


aagggtggca 


540 


agacgtgaca 


gcaacatctg 


cttacaagaa 


gacatctgaa 


accttatccc 


aggctggaca 


600 


gaaggcctca 


gctgcttttt 


cgtctgttgg 


ctcagtcatc 


accaaaaagc 


tggaagatgt 


660 
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aaaaaactcc ccaactttta aatcatttga agaaaaggtc gaaaacttaa aggcaagtag 72 0 

agagatgaac agggtctttt gatacattgc ctggtgtctt aattaacttt gctgtgcgaa 780 

aatcattgac attaatattt ctttctaaaa atatctaaag aatgtaaata actttactcc 840 

ttatgttact agtggacatt taaggtgtta tgtacttaat atctttttag tgtatgctgt 9 00 

agtgtggcag catgccacat gctgaaagga aatgtacaat ttacaaagaa atggcacttt 960 

agaaatttgt gctgcttttt gctttattca tttcaagtac ctttgtaggt ggacaaaatt 1020 

taatataact ttcttgtcaa caattaacaa gaatatagga agcacaagaa agaaaacaaa 1080 

aaattggtcc taccactcag acagtgatag atgtatgtgc tattatgctg ttacgcttta 1140 

aaaaagaagt agccatacat cataatcatt ttcctgtatc agtaagtatt ctctttcaat 1200 

attatgtgca atggctgctt gtatattact tttttttttt ttgagatgga gtctcactct 1260 

ccagcctggg tgacagagcc agaccctgtc tcaaaaaaaa aaaaaaaaaa aaaaaaaaag 1320 

gatagcgtat taaacagata ccccaagtat cctaaggaag ctgtaaaatt acatgctggg 1380 

gatataattt tgttaaatta catttatatt taattaaaca tgaggtccat ttagattttg 1440 

ggttgattca ttcatctgtg attactgagc atttgccatg tgccagtcaa tcagtattag 1500 

gcaccagagt taccacagtg agcaagagag acatggaccc cttctgcaag atgcctagac 1560 

aattaaatgg ccaatgaaac taaagtgagg taagggttct gatgtgaaaa gctgagggtg 162 0 

tgatgaggac aagtggcaga aagttcacct ggcttggtgg aagggaaggt cagagaagac 1680 

ctcttagagg actcagtaat gtccattgag gattttaggt tgaagggaat gtttgaagtt 1740 

tgagggccct tttgaggacc accaagaact tcactgtgct gtaggatatt gagcaggagg 1800 

tgaagctaga gagatgtgta ggccacattg cagagtttga acttggggca atgggaagcc 1860 

attgaagggt tttaaacaac ccaagtggtg cattcttctg taaatgttag agagatcagt 1920 

ggctgccctg cacatcaaag gggagaacga ttggagacag gcagattaga tggaaggacg 1980 

gagttgtact ccaagccaaa gatgatggag agtgaattaa gttagtgcaa tgggaccaag 2040 

tctagagcta tttagaagtg agaagtgaca cggaaaaaaa aaaagattga ttggatgtag 2100 

aacaagttgg ataagaatcc aggacaaccc caggtgtcag gctggggcag ctaggtaggt 2160 

gctattgcca tataaagtgt taaaaaagaa tagagaaggg gctagttgtc gggggaagga 2220 

gttcagtttt agacatgttg aactgcaagg agatttgata ctataattaa ggaatgtgtt 2280 

ttaataaatt taataaacaa tgaacacaca ttattcgcat ttcccaaaca atbtggatgg 2340 

tagatcaaaa agaatgagag tgaaaataag gggtctgtga ccactcaatt aagattgagc 24 00 

taagagcaag gtcaagttca aacccactat aagcttcttg catccatggt cactgactgt 2460 
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tcccccaccg 


ttagctgtcc 


cgctggacag 


cgcaacagcg 


agagagcaua 


4~ a a rra 4- 4- a /-» 

uacagaLLdy 




caccgaaaag 


gataaagtga 


cacgcgcaag 


^r^w4> 4— 4> ^ ^ s 

ggc c c c gaaa 


aagcacca.ca 


caaatgcaag 


/ JO v 


gcagacacat 


4* a d 0 4** s s 4* 

cgaaacaaac 


4- 4V as 4— 4" rTST/"* 

gcuLdLLgyc 


aaaaLLLCay 


gccagaLagg 


u tggag tdy u 


2640 


\m 4* f + **i 

gcuccacaaa 


ccacaacgcg 


cacacgaaca 


act cagggau 


4-4-4- rrl* h r<a arr 
LLLy L U L- dcty 


4- 4- 4-4- 4- r» 


9700 


aa cccLy tag 


*-% 4™ ^tf S ^1 | 4- rift 

c c ggagc c gg 


y^yyyy "- a y a 


aagyataCCC 


goyatcctgc 


otULCLactLa 




agcccccagg 


taaege tgag 


cctgtaggcc 


ctcgaaccac 


accccaagca 


4— 4— ^ a s rrrt/* r4— 4* 

ccaaagggcc 




agaaagccca 


caccgcaacc 


gagaaaaaaa 


cacatattt c 


ccccccacgc 


4~ ^r4* »r\ 4- 4- m — ^ \ 4* 

cgcacccaac 




atttcttgaa 


tgagtgtagc 


taaatgagca 


attcgatgea 


acacaaaacg 


ccacgcaagc 




gcagagacag 


acagcccacc 


aggcacccca 


aaacaacaga 


CCLtaCaddg 


4- 4™ 4-4- pf*srrar< 


J U \J yJ 


agact fcccfcg 


tgaagaacaa 


ggagcagggg 


gaaaggggaa 


yyyy cagaac 


4— 4~ ^ #*i r3 rrs 4— 4— 

ccaccaaccc 




gaatatt tea 


gc a agggaga 


aegcacy age 


4.4.4. an 4. a 4.- a 

cccaccacaa 


aaccacacug 


aacaccgcaa 


•31 on 


caacactaaa 


cfcccacacac 


atacaacaac 


caccgagcca 


4— a -«— -^4>- 4-* /^r /-^ 4™ 

caagg ccy cc 


gacgcacccg 


jlOU 


t t c t fcgaaag 


tgaaccagag 


4.4. _ -4. 4. 4- _ (.— 
cxactccacg 


cagaa t cage 


4- a rr4- 4- 4-4- 

cagccccacg 


4-4-4-#-i'=4-'=^4- i-t 

ccc cacaacg 




tcctcccctt 


4- 4- x.^-——— — 4-4. 

ccc tgaaccc 


4-4-4-4-4-4---.-, _ 4- 

ccccccaagc 


ccaaagcagg 


gggaa c c a ag 


g*^ 4" ftf* ft ft 4" rf^r 

cccgccggcg 


JjUU 


gegacttegg 


agaagtcttg 


aac teggecg 


caaatget ag 


tgccaccacc 


acggagcctc 


lien 


ttccagaaaa 


gacacaggag 


agcctgtgag 


attcctacct 


4- 4- /-»+- 4- /«4>n«f> 

ctgccccgct 


acccactgcc 




agatgetgea 


ag cgagg t c c 


aagcacatct 


tgtcaacatg 


catcgccatg 


4- 4* 4- 4* ^ 

aacccccacc 




agacgcgccc 


ttatttagee 


ttacatattc 


ctttgaccaa 


acagcccgcg 


ggccaaacaa 




aacgaaaaca 


cctccacctc 


tacccttggg 


aaacaccct c 


cagcgcacac 


4-4- •a4-n4>4*M/<<4- 

ccacgccccc 


Jo UU 


ttatttagga 


aacaccatta 


taaaaacact 


tatagtaaat 


9*999* acattC 


actataacga 


JbbU 


cccaagaagc 


cacagaccgc 


cacagccgcc 


4-4- / -, ( ^,*- < r- T ^,4-4-4- 

cccccgcccc 


acaaaac cgc 


4— /-i /-i ^ Ma 4* ^4- /"v 

cccagacccg 




gaatgccagt 


4— 4~ s j-i 4— 4- 4~ 

ccgacccccg 


4V ^» 4~ 4— r*i 4~ 4~" — ^ 

ccccccacaa 


4-- a 4-f-+- 1 ^i / -,4-4-4- 

cacccccccc 


4* 4" 4* 4~ /— ^ y-( 4* 
CCCCCCCCCG 


4-4-4- at'nf 1 /^ 

cccgaacccc 


J / ou 


cgtatd tc eg 


attcttaact 


aaaac cgccc 


4- n 4.4.- ^ 3 f «4. 

ccccaaacac 


tctgaatcct 


ggcaafc caaa 




agt t egggtg 


4-t=»4-4-4-4-«»-i4-4-4- 

cacccccccc 


acctccaagg 


aaagaact ac 


tagecacaaa 


a 4* n 4> 4> 4a 4» 

aaacaccccg 




gaataagcat 


i- — _ 4_ 4-4-1- _ 

cgccccggca 


taaggcacac 


—,4-4-4-4- 4- i_ -w 

accccggccg 


aagacaccag 


accgaagcaa 




acagctgtgc 


acccaaccca 


i_ j . 1 , -_4_ 4-4-4- 

ccacagcccc 


gcaagtaaca 


_ 4_ _ 4- _4- _ _ 4- _ 

atatgeaate 


aaacttccag 


/t n o a 
4UzU 


gtgacttgag 


agtggaacct 


cctatatcat 


tatttagcac 


cgtttgtgac 


agtaaccatt 


4080 


tcagtgtatt 


gtttattata 


ccacttatat 


caacttattt 


t t caeca ggt 


taaaatttta 


4140 


atttctacaa 


aataacattc 


tgaatcaagc 


acactgtatg 


ttcagtaggt 


tgaactatga 


4200 


acactgtcat 


caatgttcag 


ttcaaaagee 


tgaaagttta 


gatctagaag 


ctggtaaaaa 


4260 


tgacaatatc 


aatcacatta 


ggggaaccat 


tgttgtcttc 


acttaatcca 


tttagcacta 


4320 
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tttaaaataa gcacaccaag ttatatgact aatataactt gaaaattttt tatactgagg 43 80 

ggttggtgat aactcttgag gatgtaatgc attaataaaa atcaactcat cattttctac 4440 

ttgttttcaa tgtgttggaa actgtaaaat gatactgtag aacctgtctc ctactttgaa 4500 

aactgaatgt cagggctgag tgaatcaaag tgtctagaca tatttgcata gaggccaagg 456 0 

tattctattc taataactgc ttactcaaca ctaccacctt ttccttatac tgtatatgat 4620 

tatggcctac aatgttgtat ttgttattta ttaaattgtg attgttttat tattgtttat 4680 

gccaaatgtt aactgccaag cttggagtga cctaaagcat tttttaaaag catggctaga 4740 

tttacttcag tataaattat cttatgaaaa ccaaatttta aaagccacag gtgttgattg 4800 

ttataaaata acatgctgcc attcttgatt gctagagttt ttgttagtac tttggatgca 4860 

attaaaacta tgtgctatca catgtgaaaa gcttaataaa ttccatctat cagta 4915 

<210> 67 

<211> 2353 

<212> DNA 

<213> Homo sapien 

<400> 67 

aggtggttgg gtgacgcccc aggaaagcgc tccaggccga gggcgggcgg cgccgccgcg 60 

cccgacgcct ctgggggtgg ggacttcgcg ggagtcgccg gcggaggcga ggaggagctc 120 

tgcgcggcgc ggcgggcgat ccgagccggg acgggctgca ggcgggggtg ctgcagagga 18 0 

cacgaggcgg cgggctggag acatggaccg cggcgagcaa ggtctgctga gaacagaccc 24 0 

agtccctgag gaaggagaag atgttgctgc cacgatcagt gccacagaga ccctctcgga 300 

agaggagcag gaagagctaa gaagagaact tgcaaaggta gaagaagaaa tccagactct 360 

gtctcaagtg ttagcagcaa aagagaagca tctagcagag atcaagcgga aacttggaat 420 

caattctcta caggaactaa aacagaacat tgccaaaggg tggcaagacg tgacagcaac 480 

atctgcgagg agcaagcttc tagcagcaga aaccgaactg ctctgtcttc tgtattgaga 540 

gccatctgca gagctgttac aagaagacat ctgaaacctt atcccaggct ggacagaagg 600 

cctcagctgc tttttcgtct gttggctcag tcatcaccaa aaagctggaa gatgtaaaaa 660 

actccccaac ttttaaatca tttgaagaaa aggtcgaaaa cttaaagtct aaagtagggg 720 

gaaccaagcc tgctggtggt gattttggag aagtcttgaa ttcggctgca aatgctagtg 780 
ccaccaccac ggagcctctt ccagaaaaga cacaggagag cctgtgagat, tcctaccttt . 840 

gttctgctac ccactgccag atgctgcaag cgaggtccaa gcacatcttg tcaacatgca 900 

ttgccatgaa tttctaccag atgtgctttt atttagcttt acatattcct ttgaccaaat 960 

agtttgtggg ttaaacaaaa tgaaaatatc ttcacctcta ttcttgggaa acacccttta 102 0 
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gtgtacattt atgttccttt atttaggaaa caccattata aaaacactta tagtaaatgg 1080 

ggacattcac tataatgatc taagaagcta cagattgtca tagttgtttt cctgctttac 1140 

aaaattgctc cagatctgga atgccagttt gacctttgtc ttctataata tttccttttt 12 00 

ttcccctctt tgaatctctg tatatttgat tcttaactaa aattgttctc ttaaatattc 1260 

tgaatcctgg taattaaaag tttgggtgta ttttctttac ctccaaggaa agaactacta 1320 

gctacaaaaa atattttgga ataagcattg ttttggtata aggtacatat tttggttgaa 1380 

gacaccagac tgaagtaaac agctgtgcat ccaatttatt atagttttgt aagtaacaat 1440 

atgtaatcaa acttctaggt gacttgagag tggaacctcc tatatcatta tttagcaccg 15 00 

tttgtgacag taaccatttc agtgtattgt ttattatacc acttatatca acttattttt 1560 

caccaggtta aaattttaat ttctacaaaa taacattctg aatcaagcac actgtatgtt 162 0 

cagtaggttg aactatgaac actgtcatca atgttcagtt caaaagcctg aaagtttaga 1680 

tctagaagct ggtaaaaatg acaatatcaa tcacattagg ggaaccattg ttgtcttcac 1740 

ttaatccatt tagcactatt taaaataagc acaccaagtt atatgactaa tataacttga 1800 

aaatttttta tactgagggg ttggtgataa ctcttgagga tgtaatgcat taataaaaat 1860 

caactcatca ttttctactt gttttcaatg tgttggaaac tgtaaaatga tactgtagaa 1920 

cctgtctcct actttgaaaa ctgaatgtca gggctgagtg aatcaaagtg tctagacata 1980 

tttgcataga ggccaaggta ttctattcta ataactgctt actcaacact accacctttt 2040 

ccttatactg tatatgatta tggcctacaa tgttgtattt gttatttatt aaattgtgat 2100 

tgttttatta ttgtttatgc caaatgttaa ctgccaagct tggagtgacc taaagcattt 2160 

tttaaaagca tggctagatt tacttcagta taaattatct tatgaaaacc aaattttaaa 2220 

agccacaggt gttgattgtt ataaaataac atgctgccat tcttgattgc tagagttttt 2280 

gttagtactt tggatgcaat taaaactatg tgctatcaca tgtgaaaagc ttaataaatt 2340 

ccatctatca gta 2353 

<210> 68 

<211> 564 

<212> DNA 

<213> Homo sapien 

<400> 68 

ctatatacaa tcatgctcgg tacctcatag gttcgcakgt cccaggaagg tggcgtcagc 60 

atctgcagcc gcgtcgacgt tgtcggagcc tccgcggagg acccaggaga gccggactag 120 

gaccagggcc ctgggcctcc ccacactccc catggagaag ctggcggcct ctacagagcc 180 

ccaagggcct cggccggtcc tgggccgtga gagtgtccag gtgcccgatg accaagactt 240 
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tcgcagcttc cggtcagagt gtgaggctga ggtgggctgg aacctgacct atagcagggc 300 

tggggtgtct gtctgggtgc aggctgtgga gatggatcgg acgctgcaca agatcaagtg 360 

ccggatggag tgctgtgatg tgccagccga gacactctac gacgtcctac acgacattga 420 

gtaccgcaag aaatgggaca gcaacgtcat tgagactttt gacatcgccc gcttgacagt 480 

caacgctgac gtgggctatt actcctggag tgtcccaagc ycctgcgaac ctatgaggta 540 

ccgagctcga ttcgatcatg tcaa 564 

<210> 69 

<211> 1333 

<212> DNA 

<213> Homo sapien 

<400> 69 

gcagcctgga aaatcccgag ccgcggccgc cgagcccccg agcccccgag cccccagcct 60 

agccgggagg ggcgcgcggg gctggggccc ggggcggggc cgggcggcgg gacccactgc 120 

tcctcccacc agagcccccg cgcggccccg ggtctcccgg gcagctgcgg cggcggcgct 180 

ggcaccccgg ccccggcggg ccccggcgga gcggcgggca aaggtcccag gaaggtggcg 24 0 

tcagcatctg cagccgcgtc gacgttgtcg gagcctcccc acactcccca tggagaagct 300 

ggcggcctct acagagcccc aagggcctcg gccggtcctg ggccgtgaga gtgtccaggt 360 

gcccgatgac caagactttc gcagcttccg gtcagagtgt gaggctgagg tgggctggaa 420 

cctgacctat agcagggctg gggtgtctgt ctgggtgcag gctgtggaga tggatcggac 480 

gctgcacaag atcaagtgcc ggatggagtg ctgtgatgtg ccagccgaga cactctacga 540 

cgtcctacac gacattgagt accgcaagaa atgggacagc aacgtcattg agacttttga 600 

catcgcccgc ttgacagtca acgctgacgt gggctattac tcctggaggt gtcccaagcc 660 

cctgaagaac cgtgatgtca tcaccctccg ctcctggctc cccatgggcg ctgattacat 72 0 

cattatgaac tactcagtca aacatcccaa atacccacct cggaaagact tggtccgagc 780 

tgtgtccatc cagacgggct acctcatcca gagcacaggg cccaagagct gcgtcatcac 84 0 

ctacctggcc caggtggacc ccaaaggctc cttacccaag tgggtggtga ataaatcttc 900 

tcagttcctg gctcccaagg ccatgaagaa gatgtacaag gcgtgcctca agtaccccga 960 

gtggaaacag aagcacctgc ctcacttcaa gccgtggctg cacccggagc agagcccgtt 102 0 

gccgagcctg gcgctgtcgg agctgtcggt gcagcatgcg gactcactgg agaacatcga 10j30 

cgagagcgcg gtggccgaga gcagagagga gcggatgggc ggcgcgggcg gcgagggcag 1140 

cgacgacgac acctcgctca cctgagcgcc gcaccgcttc agggacggag acaggaccgg 12 00 

gcgagccctg gggcggcggc cgctcctgca ctttctcccc tcccccaccc ggcacctggt 1260 
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ggcaccgggc caggcccagg cgggtgctgc agcctggctg gacagagccc caataaacga 1320 

tcccacagcc tea 1333 

<210> 70 

<211> 1263 

<212> DNA 

<213> Homo sapien 

<400> 70 

gccttgttgc cttgcacaac ctgtgaattt gctccatcaa aactggcagg cagggttacc 60 

cctgaggagg gggtggggga gaaggggtag gggtgggacc ctatcatctc ccagagggga 120 

gatcaaggca gccatcatct gtcgaactag atggtcccag gaaggtggcg tcagcatctg 180 

cagccgcgtc gacgttgtcg gagcctcccc acactcccca tggagaagct ggcggcctct 24 0 

acagagcccc aagggecteg gccggtcctg ggccgtgaga gtgtccaggt gcccgatgac 300 

caagactttc gcagcttccg gtcagagtgt gaggctgagg tgggctggaa cctgacctat 3 60 

agcagggctg gggtgtctgt ctgggtgcag gctgtggaga tggateggae getgeacaag 420 

ateaagtgee ggatggagtg ctgtgatgtg ccagccgaga cactctacga cgtcctacac 480 

gacattgagt acegcaagaa atgggacagc aacgtcattg agacttttga catcgcccgc 54 0 

ttgacagtca aegctgaegt gggctattac tcctggaggt gtcccaagcc cctgaagaac 600 

cgtgatgtca tcaccctccg ctcctggctc cccatgggcg ctgattacat cattatgaac 660 

tactcagtca aacatcccaa atacccacct eggaaagact tggtccgagc tgtgtccatc 720 

cagaeggget acctcatcca gagcacaggg cccaagagct gcgtcatcac ctacctggcc 780 

caggtggacc ccaaaggctc cttacccaag tgggtggtga ataaatcttc tcagttcctg 840 

gctcccaagg ccatgaagaa gatgtacaag gcgtgcctca agtaccccga gtggaaacag 900 

aagcacctgc ctcacttcaa gccgtggctg cacccggagc agagecegtt gccgagcctg 960 

gcgctgtcgg agctgtcggt geagcatgeg gactcactgg agaacatcga egagagegeg 1020 

gtggccgaga gcagagagga gcggatgggc ggcgcgggcg gcgagggcag cgacgacgac 1080 

acctcgctca cctgagcgcc gcaccgcttc agggaeggag acaggacegg gcgagccctg 1140 

gggeggegge cgctcctgca ctttctcccc tcccc'caccc ggcacctggt ggcaccgggc 1200 

caggcccagg cgggtgctgc agcctggctg gacagagccc caataaacga tcccacagcc 1260 

tea 1263 



<210> 71 

<211> 1932 

<212> DNA 

<213> Homo sapien 



WO 2004/053075 
<400> 71 

ctgagcgaag ataaccgtaa taaatagtaa 
tttcttttat gattcacaag gaatgaccct 
aacagtcctt ttacaaatgg gacaacaggt 
tagagagtaa aggaccaggg aaggatcagg 
agcttgctgt gtgactttgg gtaattttgt 
aaatgcaaac aggctgttgg gaggatcaaa 
actttcagga atttacccac gcggtatata 
gtagattgag gaacccattt cctcattctg 
acaggggctt gccccaggtc tcagcaggct 
cctttgggcc tggagccctt ccttgtaccc 
ttagattgac tgactgtacc ctgagaacct 
acccccacct tggcctgatg gaggaagacc 
gaagctgagg aggatctgga gaattctgga 
gaccctgctt ctcaggtccc aggaaggtgg 
cggagcctcc gcggaggacc caggagagcc 
cactccccat ggagaagctg gcggcctcta 
gccgtgagag tgtccaggtg cccgatgacc 
aggctgaggt gggctggaac ctgacctata 
ctgtggagat ggatcggacg ctgcacaaga 
cagccgagac actctacgac gtcctacacg 
acgtcattga gacttttgac atcgcccgct 
cctggaggtg tcccaagccc ctgaagaacc 
ccatgggcgc tgattacatc attatgaact 
ggaaagactt ggtccgagct gtgtccatcc 
ccaagagctg cgtcatcacc tacctggccc 
ggtggtgcgt ctgctcccac ggtgtccagc 
gggttgcctg ctgctcccag gttatgaagc 
cgaaggggac actgtgtccc tgcagtgcac 
gtactggtgc aggaagggtg ggatcctctt 
agaagaaggc caggagacaa tgaagggcag 
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cctaacggtc 


cagtcatcgt 


tctgtggtcc 


60 


cttcatcgcc 


tctcctaatt 


cagtcctcac 


120 


taqacrqaaqt 


caggcagatt 


tccagcatca 


180 


attcaaggac 


tgcacccagg 


ctctgcttcc 


240 


tcccttaggg 


aactgagctt 


tcfccatttgt 


300 


tqaqatccaq 


gggtgaaaac 


agcttagttt 


360 


aaggcaaaafc 


attattatag 


tcaggtgatt 


420 


caaattgcaa 


acctgagggc 


ccaaagaggg 


480 


gtgagcaaga 


gctaaagcct 


aatcctcctg 


540 


cacrcrqcrtcaq 


tgtctttgtt 


ggatacaggc 


600 


aqqq craq t C C 


ctgttcccaa 


ttcttctcct 


660 


ctgctgtgtt 


gagatgagca 


ccagagccaa 


720 


ggaagaggag 


agtgttgctg 


gagctgtaca 


780 


cgtcagcatc 


tgcagccgcg 


tcgacgttgt 


840 


ggactaggac 


cagggccctg 


ggcctcccca 


900 


cagagcccca 


agggcctcgg 


ccggtcctgg 


960 


aagactttcg cagcttccgg tcagagtgtg 


1020 


gcagggctgg ggtgtctgtc 


tgggtgcagg 


1080 


tcaagtgccg gatggagtgc 


tgtgatgtgc 


1140 


acattgagta 


ccgcaagaaa 


tgggacagca 


1200 


tgacagtcaa 


cgctgacgtg 


ggctattact 


1260 


gtgatgtcat 


caccctccgc 


tcctggctcc 


1320 


actcagtcaa 


acatcccaaa 


tacccacctc 


1380 


agacgggcta 


cctcatccag 


agcacagggc 


1440 


aggtggaccc 


caaagctcct 


tacccaagtg 


1500 


gcccagaatg cggcttctgg 


tcctgctatg 


1560 


cctggagggc 


ccagaggaaa 


tcagcgggtt 


1620 


ctacagggaa gagctgaggg accaccggaa 


1680 


ctctcgctgc 


tctggcacca 


tctatgccga 


1740 


ggtgtccatc 


cgtgacagcc 


gccaggagct 


1800 
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ctcgctcatt gtgaccctgt ggaacctcac cctgcaagac gctggggagt actggtgtgg 1860 
ggtcgaaaaa cggggccccg atgagtcttt actgatctct ctgctcgtct ctccaccttc 1920 
tcctgggctc ta 



1932 



<210> 72 

<211> 736 

<212> DNA 

<213> Homo sapien 

<400> 72 

tccagccttg ggcaataatg agctactccc agcctgggca ataatgagct actcctagct 60 

cggggcaatg aatgagctac taccagctct gggccgataa gagctactcc tagcctgggc 120 

aataagagct actccagcct gggcaataag agctactcca gcctgggcaa taagagctac 18 0 

tccagcctgg gcaataagag ctactccagc ctgggcaata' aggcccaaga gctgcgtcat 240 

cacctacctg gcccaggtgg accccaaagg ctccttaccc aagtgggtgg tgaataaatc 3 00 

ttctcagttc ctggctccca aggccatgaa gaagatgtac aaggcgtgcc tcaagtaccc 360 

cgagtggaaa cagaagcacc tgcctcactt caagccgtgg ctgcacccgg agcagagccc 420 

gttgccgagc ctggcgctgt cggagctgtc ggtgcagcat gcggactcac tggagaacat 480 

cgacgagagc gcggtggccg agagcagaga ggagcggatg ggcggcgcgg gcggcgaggg 54 0 

cagcgacgac gacacctcgc tcacctgagc gccgcaccgc ttcagggacg gagacaggac 600 

cgggcgagcc ctggggcggc ggccgctcct gcactttctc ccctccccca cccggcacct 660 

ggtggcaccg ggccaggccc aggcgggtgc tgcagcctgg ctggacagag ccccaataaa 720 

cgatcccaca gcctca 736 

<210> 73 

<211> 91 

<212> PRT 

<213> Homo sapien 

<400> 73 

Met Cys Gin Pro Val Ser lie Ser Glu Lys Ala Met Tyr Pro Asp Tyr 
1^5 10 15 

Phe Ala Lys Arg Glu Gin Trp Lys Lys Leu Arg Arg Glu Ser Trp Glu 
20 25 30 

Arg Glu Val Lys Gin Leu Gin Glu Glu Thr Pro Pro Gly Gly Pro Leu 
35 40 45 



Thr Glu Ala Leu Pro Pro Ala Arg Lys Glu Gly Asp Leu Pro Pro Leu 
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69 

50 55 60 



Val Val Val Tyr Cys Asp Gin Thr Pro Gly ser Gly Pro Cys Arg Lys 
65 " 70 75 80 



Arg Glu Thr His Leu Ser Cys Leu Gin Val Lys 
85 90 



<210> 74 

<211> 117 

<212> PRT 

<213> Homo sapien 

<400> 74 

His Gly Gly Leu His Arg Arg Trp Leu Ser Leu Gly Thr Trp Pro Arg 
15 10 15 



Val Asp Asn Thr Trp Gly Pro Leu Pro Asn Leu Pro Val Pro Gly Gly 
20 25 30 



Ser His Pro Val Pro Pro Ala Arg Met Cys Gin Pro Val Ser lie Ser 
35 40 45 



Glu Lys Ala Met Tyr Pro Asp Tyr Phe Ala Lys Arg Glu Gin Trp Lys 
50 55 60 



Lys Leu Arg Arg Glu Ser Trp Glu Arg Glu Val Lys Gin Leu Gin Glu 
65 70 75 80 



Glu Thr Pro Pro Gly Gly Pro Leu Thr Glu Ala Leu Pro Pro Ala Arg 
85 90 95 



Lys Glu Gly Asp Leu Pro Pro Leu Val Val Val Tyr Cys Asp Gin Thr 
100 105 110 



Pro Gly Ala Ala Met 
115 



<210> 75 

<211> 157 

<212> PRT 

<213> Homo sapien 

<40 0> 75 . 



Met Trp Thr Arg Lys Ala Gly Arg Leu Arg Leu Gly Ser Arg Pro Ala 
15 10 15 
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Pro Thr Arg Pro Pro Ser Ser Gin Pro Leu Asn Pro Arg Leu His Arg 
20 25 30 



Arg Trp Leu Ser Leu Gly Thr Trp Pro Arg Val Asp Asn Thr Trp Gly 
35 40 45 



Pro Leu Pro Asn Leu Pro Val Pro Gly Gly Ser His Pro Val Pro Pro 
50 55 60 



Ala Arg Met Cys Gin Pro Val Ser lie Ser Glu Lys Ala Met Tyr Pro 
65 70 75 80 



Asp Tyr Phe Ala Lys Arg Glu Gin Trp Lys Lys Leu Arg Arg Glu Ser 
85 90 95 



Trp Glu Arg Glu Val Lys Gin Leu Gin Glu Glu Thr Pro Pro Gly Gly 
100 105 110 



Pro Leu Thr Glu Ala Leu Pro Pro Ala Arg Lys Glu Gly Asp Leu Pro 
115 120 125 



Pro Leu Val Val Val Tyr Cys Asp Gin Thr Pro Gly Ser Gly Pro Cys 
130 135 140 



Arg Lys Arg Glu Thr His Leu Ser Cys Leu Gin Val Lys 
145 * 150 155 



<210> 76 

<211> 153 

<212> PRT 

<213> Homo sapien 

<400> 76 

Ser Trp Leu Gly Arg Glu Pro Ser Glu Gly Met Trp Thr Arg Lys Ala 
15 10 15 



Gly Arg Leu Arg Leu Gly Ser Arg Pro Ala Pro Thr Arg Pro Pro Ser 
20 25 30 



Ser Gin Pro Leu Asn Pro Arg Leu His Arg Arg Trp Leu Ser Leu Gly 
35 40 45 



Thr Trp Pro Argr Val Asp Asn Thr Trp Gly Pro Leu Pro Asn Leu Pro 
50 55 60 



Val Pro Gly Gly Ser His Pro Val Pro Pro Ala Arg Met Cys Gin Pro 
65 70 75 80 
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71 
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Val Ser lie Ser Glu Lys Ala Met Tyr Pro Asp Tyr Phe Ala Lys Arg 
85 90 95 



Glu Gin Trp Lys Lys Leu Arg Arg Glu Ser Trp Glu Arg Glu Val Lys 
100 105 110 



Gin Leu Gin Glu Glu Thr Pro Pro Gly Gly Pro Leu Thr Glu Ala Leu 
115 120 125 



Pro Pro Ala Arg Lys Glu Gly Asp Leu Pro Pro Leu Val Val Val Tyr 
130 135 140 



Cys Asp Gin Thr Pro Gly Ala Ala Met 

150 



145 




<210> 


77 


<211> 


73 


<212> 


PRT 


<213> 


Homo 


<400> 


77 


Met Gly Val 


1 





10 15 



Cys lie Gly Gin Thr Phe Ala Met Ala Glu Met Lys Val Val Leu Ala 
20 25 30 



Leu Thr Leu Leu Arg Phe Arg Val Leu Pro Asp His Ala Glu Pro Arg 
35 40 45 



Arg Lys Leu Glu Leu lie Val Arg Ala Glu Asp Gly Leu Trp Leu Arg 
50 55 60 



Val Glu Pro Leu Ser Ala Asp Leu Gin 
65 70 



<210> 78 

<211> 199 

<212> PRT 

<213> Homo sapien 

<400> 78 

Glu Val Pro Gly Gly Arg Leu Lys Gly Asp Arg Arg Arg Ala Val Gin 
1 5 10 15 



Asp Leu Gly Ala Gly Cys Arg Gly Arg Gly Gly Gly Lys Gly Arg Arg 
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20 25 30 



Thr Gly Arg Ala Asp Lys Trp Val Gly Pro Leu Glu Val Arg Gly Gin 
35 40 45 



Gly Trp Ser Pro Gly Thr Lys Lys Gly Arg Gly Ser Ala Arg Pro Glu 
50 55 60 



Glu Trp Glu Glu Met Gly Pro Gly Cys Arg Val Pro Arg Gly Leu Gly 
65 70 75 80 



Gin Gly Pro Arg Cys Arg Arg Lys Met Arg Glu Phe Gly Phe Gly Asp 
85 90 95 



Leu Val His Pro Gly Pro Val Leu Pro Pro Leu Pro Pro Gin Arg Arg 
100 " 105 110 



Ala Ser Cys lie Pro Phe Leu Trp Pro Glu Gly Ser Ser Val His Pro 
115 120 125 



Ser Gin Ala Leu Ala Ser Ser His Ser Pro Ala Leu Gly Pro lie Arg 
130 135 140 



Leu Gly Arg Met Gly Glu Pro Val Val Ala Pro Gly Arg Gly Lys Gly 
145 150 155 160 



Gly Arg Leu Gly Lys Pro Leu Leu Gly Arg Thr Gin Tyr Ser Gly Ser 
165 170 175 



Ser Leu Ser Gly Lys Glu Arg lie Trp Gly Lys Asn Gly Ser Ala Ser 
180 185 190 



His Ala Leu Thr Gly Glu Pro 
195 



<210> 79 

<211> 132 

<212> PRT 

<213> Homo sapien 

<400> 79 

He Thr Phe Gin Glu His Leu Asn Gly Pro Leu Pro Val Pro Phe Thr 
1 5 10 " * 15 



Asn Gly Glu He Gin Lys Glu Asn Ser Arg Glu Ala Leu Ala Glu Ala 
20 25 30 
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Ala Leu Glu Ser Pro Arg Pro Asp Leu Val Arg lie Arg Thr Pro Trp 
35 40 45 



Leu lie Pro Lys Lys Glu Leu Asn Phe His Asn Asp Met Ser Pro Leu 
50 55 60 



Glu Glu Ser Arg Tyr Ser Thr Ala Thr Arg Arg Ser Tyr His Pro Ser 
65 70 75 80 



Ser Asp Pro lie Leu Asp Phe Asn lie Ser Leu Val Met Cys Leu Ser 
85 90 95 



Glu Arg Ala Ser Pro Gly Asn Ala Val Ser Lys Arg Ala Pro Gin Met 
100 105 110 



Asp Trp Ser Lys Lys Asn Glu Leu Phe Ser Glu Pro Leu Ser Ala Leu 
115 120 125 



Leu Pro Leu Gin 
130 



<210> 80 

<211> 66 

<212> PRT 

<213> Homo sapien 

<400> 80 

Ala Ser Asp Ser His Arg Thr Pro Phe Ser Phe Ser Pro He Thr Pro 
15 10 15 



Leu Arg Ser Met Tyr Lys Ser Val Thr Arg Cys Ser Phe Leu Asp He 
20 25 30 



Met Met Ser Ser Arg Glu Leu Cys Ser Ser Arg Asp Phe Arg Glu Gly 
35 40 45 



Glu Cys Val Pro Ser Ser Arg Ser His Glu Arg Arg Leu Trp Leu Pro 
50 55 60 



Pro Pro 
65 



<210> 81 

<211> 175 

<212> PRT 

<213> Homo sapien 
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<400> 81 

Met Val Lys Leu Thr Ala Glu Leu lie Glu Gin Ala Ala Gin Tyr Thr 
15 10 15 



Asn Ala Val Arg Asp Arg Glu Leu Asp Leu Arg Gly Tyr Lys lie Pro 
20 25 30 



Val lie Glu Asn Leu Gly Ala Thr Leu Asp Gin Phe Asp Ala lie Asp 
35 40 45 



Phe Ser Asp Asn Glu lie Arg Lys Leu Asp Gly Phe Pro Leu Leu Arg 
50 55 60 



Arg Leu Lys Thr Leu Leu Val Asn Asn Asn Arg lie Cys Arg lie Gly 
65 70 75 80 



Glu Gly Leu Asp Gin Ala Leu Pro Cys Leu Thr Glu Leu He Leu Thr 
85 90 95 



Asn Asn Ser Leu Val Glu Leu Gly Asp Leu Asp Pro Leu Ala Ser Leu 
100 105 110 



Lys Ser Leu Thr Tyr Leu Ser He Leu Arg Asn Pro Val Thr Asn Lys 
115 " 120 125 



Lys His Tyr Arg Leu Tyr Val He Tyr Lys Val Pro Gin Val Arg Val 
130 135 140 



Leu Asp Phe Gin Lys Val Lys Leu Lys Val Ser Ser Asn Leu Leu Leu 
145 150 155 160 



Val Ser His Tyr Arg Val Val Cys Phe Ser Leu Tyr Phe Cys Tyr 
165 170 175 



<210> 82 

<211> 79 

<212> PRT 

<213> Homo sapien 

<400> 82 

Met Asp Val Ala Ala Glu Val Glu Val Leu Pro Lys Pro Arg Met Arg 
15 10 15 



Gly Leu Leu Ala Arg Arg Leu Arg Asn His Met Ala Val Ala Phe Val 
20 25 30 
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Leu Ser Leu Gly Val Ala Ala Leu Tyr Lys Phe Arg Val Ala Asp Gin 
35 40 45 



Arg Lys Lys Ala Tyr Ala Asp Phe Tyr Arg Asn Tyr Asp Val Met Lys 
50 55 60 



Asp Phe Glu Glu Met Arg Lys Ala Gly lie Phe Gin Ser Val Lys 
65 70 75 



<210> 83 

<211> 88 

<212> PRT 

<213> Homo sapien 

<400> 83 

Met Leu Glu Arg Arg Gin Cys Asp Gly Cys Val Val Ala Ala Glu Val 
1 5 10 15 



Glu Val Leu Pro Lys Pro Arg Met Arg Gly Leu Leu Ala Arg Arg Leu 
20 25 30 



Arg Asn His Met Ala Val Ala Phe Val Leu Ser Leu Gly Val Ala Ala 
35 40 45 



Leu Tyr Lys Phe Arg Val Ala Asp Gin Arg Lys Lys Ala Tyr Ala Asp 
50 55 60 



Phe Tyr Arg Asn Tyr Asp Val Met Lys Asp Phe Glu Glu Met Arg Lys 
65 70 75 80 



Ala Gly lie Phe Gin Ser Val Lys 
85 



<210> 84 

<211> 93 

<212> PRT 

<213> Homo sapien 

<400> 84 

Met Leu Glu Arg Arg Ser Val Met Asp Ala Trp Ser Arg Ala Gly Val 
15 10 15 



Thr Thr Met Ala Pro Glu Val Leu Pro Lys Pro Arg Met Arg Gly Leu 

' "20 25 30 



Leu Ala Arg Arg Leu Arg Asn His Met Ala Val Ala Phe Val Leu Ser 
35 40 45 
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Leu Gly Val Ala Ala Leu Tyr Lys Phe Arg Val Ala Asp Gin Arg Lys 
50 55 60 



Lys Ala Tyr Ala Asp Phe Tyr Arg Asn Tyr Asp Val Met Lys Asp Phe 
65 70 75 80 



Glu Glu Met Arg Lys Ala Gly He Phe Gin Ser Val Lys 
85 90 



<210> 85 

<211> 80 

<212> PRT 

<213> Homo sapien 

<400> 85 

Met Asp Arg Gly Arg Gly Glu Val Glu Val Leu Pro Lys Pro Arg Met 
1 5 10 15 



Arg Gly Leu Leu Ala Arg Arg Leu Arg Asn His Met Ala Val Ala Phe 
20 25 30 



Val Leu Ser Leu Gly Val Ala Ala Leu Tyr Lys Phe Arg Val Ala Asp 
35 40 45 



Gin Arg Lys Lys Ala Tyr Ala Asp Phe Tyr Arg Asn Tyr Asp Val Met 
50 * 55 60 



Lys Asp Phe Glu Glu Met Arg Lys Ala Gly He Phe Gin Ser Val Lys 
65 70 75 80 



<210> 86 

<211> 68 

<212> PRT 

<213> Homo sapien 

<400> 86 

Met Trp Ser Arg Pro Arg Phe Leu Ala Arg Arg Leu Arg Asn His Met 
1 5 10 15 



Ala Val Ala Phe Val Leu Ser Leu Gly Val Ala Ala Leu Tyr Lys Phe 
20 25 30 



Arg* Val Ala Asp Gin Arg Lys Lys Ala Tyr Ala Asp Phe Tyr Arg Asn 
35 40 45 



Tyr Asp Val Met Lys Asp Phe Glu Glu Met Arg Lys Ala Gly He Phe 
50 55 60 
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Gin Ser Val Lys 
65 



<210> 87 

<211> 53 

<212> PRT 

<213> Homo sapien 

<400> 87 



Met Ala Val Ala Phe Val Leu Ser Leu Gly Val Ala Ala Leu Tyr Lys 
15 10 15 



Phe Arg Val Ala Asp Gin Arg Lys Lys Ala Tyr Ala Asp Phe Tyr Arg 
20 25 30 



Asn Tyr Asp Val Met Lys Asp Phe Glu Glu Met Arg Lys Ala Gly lie 
35 40 45 



Phe Gin Ser Val Lys 
50 



<210> 88 

<211> 72 

<212> PRT 

<213> Homo sapien 

<400> 88 

Trp lie Gly Arg Pro Gly Arg Ser Asn Val Gin Leu Ser Leu Arg Ser 
1^5 10 15 



Trp Asp Leu Gly Pro Thr Val Trp Pro Phe Ser Leu Gin Ala Val Leu 
20 25 30 



Gly Leu Lys Phe Arg Val Ala Asp Gin Arg Lys Lys Ala Tyr Ala Asp 
35 40 45 



Phe Tyr Arg Asn Tyr Asp Val Met Lys Asp Phe Glu Glu Met Arg Lys 
50 55 60 



Ala Gly lie Phe Gin Ser Val Lys 
65 70 



<210> 89 

<211> 80 

<212> PRT 

<213> Homo sapien 
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<400> 89 

Met Leu Glu Ala Ala Gin Cys Asp Gly Ser Ala Ala Arg Ala Gly Gin 
15 10 15 



Met Cys Ser Ser Pro Ser Gly Ser Trp Asp Leu Gly Pro Thr Val Trp 
20 25 30 



Pro Phe Ser Leu Gin Ala Val Leu Gly Leu Lys Phe Arg Val Ala Asp 
35 40 45 



Gin Arg Lys Lys Ala Tyr Ala Asp Phe Tyr Arg Asn Tyr Asp Val Met 
50 55 60 



Lys Asp Phe Glu Glu Met Arg Lys Ala Gly lie Phe Gin Ser Val Lys 

75 80 



65 


70 


<210> 


90 


<211> 


174 


<212> 


PRT 


<213> 


Homo sapien 


<220> 




<221> 


MISC FEATURE 


<222> 


(13) . . (14) 


<223> 


X=any amino acid 



<400> 90 

Gin lie Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Xaa Xaa Lys Lys 
15 10 15 



Asn Thr Lys Lys His Lys Lys Lys Arg Gly Gly Arg Pro Thr Lys Tyr 
20 25 30 



Pro Pro Gly Gly Asp Ala Gin Thr Ser Asn Pro Pro Phe Gly Lys Arg 
35 40 45 



Gly Pro Pro Gin Glu Gly Ala Gin Lys Thr Ala Ala Gly Gly Asn Lys 
50 55 60 



Arg Arg Ala Asp Lys Pro Ser Ala Arg Gly Gin Arg Glu Arg Gin Thr 
65 70 75 80 



Pro His Arg Arg Gly Gly Asp Arg Pro" Gly Ala Pro Thr Pro Pro Thr 
85 90 95 



Glu Gin Thr Arg Arg Arg Ala Lys Thr Thr Thr Ala Arg Asp Val Gly 
100 105, 110 
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Gin Pro Thr Ala Arg Ser Ala Ala Thr Ala Ala Leu Thr Leu Ser Gly 
115 120 125 



Thr lie Gin Gly Ala Ala lie Asn Arg Ala His Thr Pro Ala Ser Gin 
130 135 140 



Thr Thr Arg Arg Pro Pro His Ala Asp Ala Thr Thr Pro Arg Pro Thr 
145 150 155 160 



Asn Tyr Gly Ser Ser Ala Gin Asn Leu Ala Thr Pro Pro His 
165 170 



<210> 91 

<211> 101 

<212> PRT 

<213> Homo sapien 

<400> 91 

Met Asp Arg Gly Arg Gly Glu Val Ser Gly Arg Thr Leu Val Leu Arg 
15 10 15 



Leu Ala Tyr Val Ser Arg Thr Val Thr Thr Met Ala Pro Glu Val Leu 
20 25 30 



Pro Lys Pro Arg Met Arg Gly Leu Leu Ala Arg Arg Leu Arg Asn His 
35 40 45 



Met Ala Val Ala Phe Val Leu Ser Leu Gly Val Ala Ala Leu Tyr Lys 
50 55 60 



Phe Arg Val Ala Asp Gin Arg Lys Lys Ala Tyr Ala Asp Phe Tyr Arg 
65 70 75 80 



Asn Tyr Asp Val Met Lys Asp Phe Glu Glu Met Arg Lys Ala Gly lie 
85 90 95 



Phe Gin Ser Val Lys 
100 



<210> 92 

<211> 216 

^212> ' PRT 

<213> Homo sapien 

<400> 92 



Met Val Ser Thr Asn Phe Thr Ser Gly Ser Arg Cys His Gly Cys Pro 
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10 15 



Lys Ser Leu Glu Thr Thr Thr Ser Pro Leu Pro Arg Arg Trp Arg Arg 
20 25 30 



Pro Gly Ala Val Trp Pro Arg Lys Pro Gly Asn Trp Pro Thr Thr Cys 
35 40 45 



Arg Lys Leu Arg Val Ser Met Lys Ser Thr Asn Thr Thr Arg Asn Ser 
50 55 60 



Ser Lys Lys Ser Trp Arg Arg Ser Pro Gly Leu Arg Arg Ser His His 
65 70 75 80 



Tyr Phe Lys Tyr Cys Lys lie Ser Ala Leu Ala Leu Leu Lys Met Val 
85 90 95 



Met His Ala Arg Ser Gly Gly Asn Leu Glu Val Met Gly Leu Met Leu 
100 105 110 



Gly Lys Val Asp Gly Glu Thr Met lie lie Met Asp Ser Phe Ala Leu 
115 120 125 



Pro Val Glu Gly Thr Glu Thr Arg Val Asn Ala Gin Ala Ala Ala Tyr 
130 135 140 



Glu Tyr Met Ala Ala Tyr lie Glu Asn Ala Lys Gin Val Gly Arg Leu 
145 150 155 160 



Glu Asn Ala lie Gly Trp Tyr His Ser His Pro Gly Tyr Gly Cys Trp 
165 170 ^175 



Leu Ser Gly lie Asp Val Ser Thr Gin Met Leu Asn Gin Gin Phe Gin 
180 185 190 



Glu Pro Phe Val Ala Val Val lie Asp Pro Thr Arg Thr He Ser Ala 
195 200 205 



Gly Lys Ser Glu Ser Trp Arg Leu 
210 215 



"<210> 93 

<211> 352 

<212> PRT 

<213> Homo sapien 



<400> 93 
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Val Ser Trp Leu Pro Gin Glu Ser Arg Asp Asp Asn Phe Ser Ala Ser 
15 10 15 



Ser Ala Met Ala Ala Ser Gly Ser Gly Met Ala Gin Lys Thr Trp Glu 
20 25 30 



Leu Ala Asn Asn Met Gin Glu Ala Gin Ser lie Asp Glu lie Tyr Lys 
35 40 45 



Tyr Asp Lys Lys Gin Gin Gin Glu lie Leu Ala Ala Lys Pro Trp Thr 
50 55 60 



Lys Asp His His Tyr Phe Lys Tyr Cys Lys lie Ser Ala Leu Ala Leu 
65 70 75 80 



Leu Lys Met Val Met His Ala Arg Ser Gly Gly Asn Leu Glu Val Met 
85 90 95 



Gly Leu Met Leu Gly Lys Val Asp Gly Glu Thr Met lie He Met Asp 
100 105 110 



Ser Phe Ala Leu Pro Val Glu Gly Thr Glu Thr Arg Val Asn Ala Gin 
115 120 125 



Ala Ala Ala Tyr Glu Tyr Met Ala Ala Tyr He Glu Asn Ala Lys Gin 
130 135 140 



Val Gly Arg Leu Glu Asn Ala He Gly Trp Tyr His Ser His Pro Gly 
145 150 155 160 



Tyr Gly Cys Trp Leu Ser Gly He Asp Val Ser Thr Gin Met Leu Asn 
165 170 175 



Gin Gin Phe Gin Glu Pro Phe Val Ala Val Val He Asp Pro Thr Arg 
180 185 190 



Thr He Ser Ala Gly Lys Val Asn Leu Gly Ala Phe Arg Thr Tyr Pro 
195 200 205 



Lys Gly Tyr Lys Pro Pro Asp Glu Gly Pro Ser Glu Tyr Gin Thr He 
210 215 220 



Pro Leu Asn Lys He Glu Asp Phe Gly Val His Cys Lys Gin Tyr Tyr 
225 230 235 " 240 
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Ala Leu Glu Val Ser Tyr Phe Lys Ser Ser Leu Asp Arg Lys Leu Leu 
245 250 ~* 255 



Glu Leu Leu Trp Asn Lys Tyr Trp Val Asn Thr Leu Ser Ser Ser Ser 
260 265 270 



Leu Leu Thr Asn Ala Asp Tyr Thr Thr Gly Gin Val Phe Asp Leu Ser 
275 280 285 



Glu Lys Leu Glu Gin Ser Glu Ala Gin Leu Gly Arg Gly Ser Phe Met 
290 295 300 



Leu Gly Leu Glu Thr His Asp Arg Lys Ser Glu Asp Lys Leu Ala Lys 
305 310 315 320 



Ala Thr Arg Asp Ser Cys Lys Thr Thr lie Glu Ala lie His Gly Leu 
325 330 335 



Met Ser Gin Val lie Lys Asp Lys Leu Phe Asn Gin lie Asn lie Ser 
340 345 350 



<210> 94 

<211> 72 

<212> PRT 

<213> Homo sapien 

<400> 94 

Met Ala Gin Lys Thr Trp Glu Leu Ala Asn Asn Met Gin Glu Ala Gin 
15 10 15 



Ser lie Asp Glu He Tyr Lys Tyr Asp Lys Lys Gin Gin Gin Glu He 
20 25 30 



Leu Ala Ala Lys Pro Trp Thr Lys Lys Asp Lys Gly Arg Ser Gin Asp 
35 40 45 



Phe Asp Ser Cys Leu Asp Phe Gin His Glu Val Tyr Thr Phe Phe Ser 
50 55 60 



Phe Trp Leu Lys Ser Gly Lys Ala 
65 70 



<210> 95 

<211> 292 

<212> PRT 

<213> Homo sapien 



<400> 95 



WO 2004/053075 



PCT/US2003/038739 



83 

Gin Ala Val His Phe Ser His His Tyr Phe Lys Tyr Cys Lys lie Ser 
15 10 15 



Ala Leu Ala Leu Leu Lys Met Val Met His Ala Arg Ser Gly Gly Asn 
20 25 30 



Leu Glu Val Met Gly Leu Met Leu Gly Lys Val Asp Gly Glu Thr Met 
35 40 45 



lie He Met Asp Ser Phe Ala Leu Pro Val Glu Gly Thr Glu Thr Arg 
50 55 60 



Val Asn Ala Gin Ala Ala Ala Tyr Glu Tyr Met Ala Ala Tyr He Glu 
65 70 75 80 



Asn Ala Lys Gin Val Gly Arg Leu Glu Asn Ala He Gly Trp Tyr His 
85 90 95 



Ser His Pro Gly Tyr Gly Cys Trp Leu Ser Gly He Asp Val Ser Thr 
100 "* 105 110 



Gin Met Leu Asn Gin Gin Phe Gin Glu Pro Phe Val Ala Val Val He 
115 120 125 



Asp Pro Thr Arg Thr He Ser Ala Gly Lys Val Asn Leu Gly Ala Phe 
13 0 135 140 



Arg Thr Tyr Pro Lys Gly Tyr Lys Pro Pro Asp Glu Gly Pro Ser Glu 
145 * 150 155 160 



Tyr Gin Thr He Pro Leu Asn Lys He Glu Asp Phe Gly Val His Cys 
165 170 175 



Lys Gin Tyr Tyr Ala Leu Glu Val Ser Tyr Phe Lys Ser Ser Leu Asp 
180 185 190 



Arg Lys Leu Leu Glu Leu Leu Trp Asn Lys Tyr Trp Val Asn Thr Leu 
195 200 205 



Ser Ser Ser Ser Leu Leu Thr Asn Ala Asp Tyr Thr Thr Gly Gin Val 
210 215 220 



Phe Asp Leu Ser Glu Lys Leu Glu Gin Ser Glu Ala Gin Leu Gly Arg 
225 230 235 240 
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Gly Ser Phe Met Leu Gly Leu Glu Thr His Asp Arg Lys Ser Glu Asp 
245 250 255 



Lys Leu Ala Lys Ala Thr Arg Asp Ser Cys Lys Thr Thr lie Glu Ala 
260 265 270 



lie His Gly Leu Met Ser Gin Val lie Lys Asp Lys Leu Phe Asn Gin 
275 280 285 



lie Asn lie Ser 
290 



<210> 96 

<211> 158 

<212> PRT 

<213> Homo sap i en 

<400> 96 

Met Val Ser Thr Asn Phe Thr Ser Gly Ser Arg Cys His Gly Cys Pro 
15 10 15 



Lys Ser Leu Gly His His Tyr Phe Lys Tyr Cys Lys He Ser Ala Leu 
20 25 30 



Ala Leu Leu Lys Met Val Met His Ala Arg Ser Gly Gly Asn Leu Glu 
35 40 45 



Val Met Gly Leu Met Leu Gly Lys Val Asp Gly Glu Thr Met He He 
50 55 60 



Met Asp Ser Phe Ala Leu Pro Val Glu Gly Thr Glu Thr Arg Val Asn 
65 70 75 80 



Ala Gin Ala Ala Ala Tyr Glu Tyr Met Ala Ala Tyr He Glu Asn Ala 
85 90 95 



Lys Gin Val Gly Arg Leu Glu Asn Ala He Gly Trp Tyr His Ser His 
100 105 110 



Pro Gly Tyr Gly Cys Trp Leu Ser Gly He Asp Val Ser Thr Gin Met 
115 120 125 



Leu Ash Gin Gin Phe Gin" Glu "Pro Phe Val Ala" Val Val lie Asp Pro 
130 135 140 



Thr Arg Thr He Ser Ala Gly Lys Ser Glu Ser Trp Arg Leu 
145 150 155 
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<210> 97 

<211> 295 

<212> PRT 

<213> Homo sapien 

<400> 97 

Val Ser Trp Leu Pro Gin Glu Ser Ser His His Tyr Phe Lys Tyr Cys 
1 " 5 10 15 



Lys He Ser Ala Leu Ala Leu Leu Lys Met Val Met His Ala Arg Ser 
20 25 30 

Gly Gly Asn Leu Glu Val Met Gly Leu Met Leu Gly Lys Val Asp Gly 
35 40 45 



Glu Thr Met He He Met Asp Ser Phe Ala Leu Pro Val Glu Gly Thr 
50 55 60 

Glu Thr Arg Val Asn Ala Gin Ala Ala Ala Tyr Glu Tyr Met Ala Ala 
65 70 75 80 

Tyr He Glu Asn Ala Lys Gin Val Gly Arg Leu Glu Asn Ala He Gly 
85 90 95 



Trp Tyr His Ser His Pro Gly Tyr Gly Cys Trp Leu Ser Gly He Asp 
100 105 HO 



Val Ser Thr Gin Met Leu Asn Gin Gin Phe Gin Glu Pro Phe Val Ala 
115 120 125 



Val Val He Asp Pro Thr Arg Thr He Ser Ala Gly Lys Val Asn Leu 
130 * 135 140 



Gly Ala Phe Arg Thr Tyr Pro Lys Gly Tyr Lys Pro Pro Asp Glu Gly 
145 150 155 160 



Pro Ser Glu Tyr Gin Thr He Pro Leu Asn Lys He Glu Asp Phe Gly 
165 170 175 



Val His Cys Lys Gin Tyr Tyr Ala Leu Glu Val Ser Tyr Phe Lys Ser 
180 185 190 



Ser Leu Asp Arg Lys Leu Leu Glu Leu Leu Trp Asn Lys Tyr Trp Val 
195 200 205 
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Asn Thr Leu Ser Ser Ser Ser Leu Leu Thr Asn Ala Asp Tyr Thr Thr 
210 215 220 



Gly Gin Val Phe Asp Leu Ser Glu Lys Leu Glu Gin Ser Glu Ala Gin 
225 230 235 240 



Leu Gly Arg Gly Ser Phe Met Leu Gly Leu Glu Thr His Asp Arg Lys 
245 250 255 



Ser Glu Asp Lys Leu Ala Lys Ala Thr Arg Asp Ser Cys Lys Thr Thr 
260 265 270 



lie Glu Ala lie His Gly Leu Met Ser Gin Val lie Lys Asp Lys Leu 
275 280 285 



Phe Asn Gin lie Asn lie Ser 
290 295 



<210> 98 

<211> 152 

<212> PRT 

<213> Homo sapien 

<400> 98 

Met Lys Ser Thr Asn Thr Thr Arg Asn Ser Ser Lys Lys Ser Trp Arg 
15 10 15 



Arg Ser Pro Gly Leu Arg Arg Ser His His Tyr Phe Lys Tyr Cys Lys 
20 25 30 



lie Ser Ala Leu Ala Leu Leu Lys Met Val Met His Ala Arg Ser Gly 
35 40 45 



Gly Asn Leu Glu Val Met Gly Leu Met Leu Gly Lys Val Asp Gly Glu 
50 55 60 



Thr Met He He Met Asp Ser Phe Ala Leu Pro Val Glu Gly Thr Glu 
65 70 75 80 



Thr Arg Val Asn Ala Gin Ala Ala Ala Tyr Glu Tyr Met Ala Ala Tyr 
85 90 95 



lie Glu Ash Ala Lys Gin. Val "Gly Arg Leu Glu Asn Ala' lie Gly Trp 
100 105 110 



Tyr His Ser His Pro Gly Tyr Gly Cys Trp Leu Ser Gly He Asp Val 
115 120 125 
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Ser Thr Gin Met Leu Asn Gin Gin Phe Gin Glu Pro Phe Val Ala Val 
130 135 140 



Val Val Thr Met Gly Lys Ala Ala 
145 150 



<210> 99 

<211> 211 

<212> PRT 

<213> Homo sapien 



<400> 99 

Glu Phe Val Pro Val Val Arg Arg Val Lys Ala His Thr Arg Lys Pro 
15 10 15 



Ser Glu Val Lys Leu Arg Leu Gly Cys Arg Asp Asp Asn Phe Ser Ala 
20 25 30 



Ser Ser Ala Met Ala Ala Ser Gly Ser Gly Met Ala Gin Lys Thr Trp 
35 40 45 



Glu Leu Ala Asn Asn Met Gin Glu Ala Gin Ser lie Asp Glu lie Tyr 
50 55 60 



Lys Tyr Asp Lys Lys Gin Gin Gin Glu lie Leu Ala Ala Lys Pro Trp 
65 70 75 80 



Thr Lys Asp His His Tyr Phe Lys Tyr Cys Lys lie Ser Ala Leu Ala 
85 90 95 



Leu Leu Lys Met Val Met His Ala Arg Ser Gly Gly Asn Leu Glu Val 
100 105 " 110 



Met Gly Leu Met Leu Gly Lys Val Asp Gly Glu Thr Met lie lie Met 
115 120 125 



Asp Ser Phe Ala Leu Pro Val Glu Gly Thr Glu Thr Arg Val Asn Ala 
130 135 140 



Gin Ala Ala Ala Tyr Glu Tyr Met Ala Ala Tyr lie Glu Asn Ala Lys 
145 150 155 160 



Gin Val Gly Arg Leu Glu Asn Ala lie Gly Trp Tyr His Ser His Pro 
165 170 175 
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Gly Tyr Gly Cys Trp Leu Ser Gly lie Asp Val Ser Thr Gin Met Leu 
180 185 190 



Asn Gin Gin Phe Gin Glu Pro Phe Val Ala Val Val Val Thr Met Gly 
195 200 205 



Lys Ala Ala 
210 



<210> 100 

<211> 149 

<212> PRT 

<213> Homo sapien 

<400> 100 

Leu Arg Arg Ser Phe He Arg Arg Phe Val Ala Leu Trp Val Cys Pro 
15 10 15 



Lys Gly Ala Asn He Pro Leu Asn Lys He Glu Asp Phe Gly Val His 
20 25 30 



Cys Lys Gin Tyr Tyr Ala Leu Glu Val Ser Tyr Phe Lys Ser Ser Leu 
35 40 45 



Asp Arg Lys Leu Leu Glu Leu Leu Trp Asn Lys Tyr Trp Val Asn Thr 
50 55 60 



Leu Ser Ser Ser Ser Leu Leu Thr Asn Ala Asp Tyr Thr Thr Gly Gin 
65 70 75 80 



Val Phe Asp Leu Ser Glu Lys Leu Glu Gin Ser Glu Ala Gin Leu Gly 
85 90 95 



Arg Gly Ser Phe Met Leu Gly Leu Glu Thr His Asp Arg Lys Ser Glu 
100 105 110 



Asp Lys Leu Ala Lys Ala Thr Arg Asp Ser Cys Lys Thr Thr He Glu 
115 120 125 



Ala He His Gly Leu Met Ser Gin Val He Lys Asp Lys Leu Phe Asn 
130 135 140 



Gin He Asn He Ser 
145 



<210> 101 
<211> 199 
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<212> PRT 

<213> Homo sapien 

<400> 101 

Met Ser Ser Gly Asn Ala Lys lie Gly His Pro Ala Pro Asn Phe Lys 
15 10 15 



Ala Thr Ala Val Met Pro Asp Gly Gin Phe Lys Asp lie Ser Leu Ser 
20 25 30 



Asp Tyr Lys Gly Lys Tyr Val Val Phe Phe Phe Tyr Pro Leu Asp Phe 
35 " 40 45 



Thr Phe Val Cys Pro Thr Glu lie lie Ala Phe Ser Asp Arg Ala Glu 
50 "* 55 60 



Glu Phe Lys Lys Leu Asn Cys Gin Val lie Gly Ala Ser Val Asp Ser 
65 70 75 80 



His Phe Cys His Leu Ala Trp Val Asn Thr Pro Lys Lys Gin Gly Gly 
85 90 95 



Leu Gly Pro Met Asn lie Pro Leu Val Ser Asp Pro Lys Arg Thr lie 
100 105 110 



Ala Gin Asp Tyr Gly Val Leu Lys Ala Asp Glu Gly lie Ser Phe Arg 
115 120 125 



Gly Leu Phe lie lie Asp Asp Lys Gly lie Leu Arg Gin lie Thr Val 
130 135 140 



Asn Asp Leu Pro Val Gly Arg Ser Val Asp Glu Thr Leu Arg Leu Val 
145 150 155 160 



Gin Ala Phe Gin Phe Thr Asp Lys His Gly Glu Val Cys Pro Ala Gly 
165 170 175 



Trp Lys Pro Gly Ser Asp Thr lie Lys Pro Asp Val Gin Lys Ser Lys 
180 185 190 



Glu Tyr Phe Ser Lys Gin Lys 
195 



<210> 102 

<211> 49 

<212> PRT 

<213> Homo sapien 
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<400> 102 



Ser Pro His Val Gin Pro Pro Asp Trp Gly Thr Gly Thr Gin Pro Glu 
15 10 15 



Ser Ala Ser Cys Val Leu Gin Ala Gly Ala Glu lie Ser Thr Val Asn 
20 25 30 



Pro Glu Gin Tyr Ser Lys Arg Phe Asn Glu Phe Met Ser Asn lie Leu 
35 4 0 45 



Thr 



<210> 103 

<211> 132 

<212> PRT 

<213> Homo sapien 

<400> 103 

Thr Thr Leu Arg Ala Leu Ala Leu Asn Leu Trp Pro Pro Lys Ser Arg 
15 10 15 



Ser Leu lie Ser Ser Trp Gin Ser Cys Gly Gin Glu Val Leu Lys Gly 
20 25 30 



Lys Thr His Ser Asp Asn Cys Ser Pro lie Tyr Gin Pro Ser Ala Gly 
35 40 45 



Val Ser Asp Arg Gly Pro Leu Pro Pro Leu Glu Cys Ala Thr Tyr Glu 
50 55 60 



Glu Cys Pro Met Gly Lys Arg Arg Leu Ser Cys Pro Leu Ala Ala Cys 
65 70 75 80 



Ala Ser lie Pro Gly Gin Lys Phe Pro Gin Glu Pro Leu Ala Leu Ala 
85 90 95 



Gin Ser His Cys Glu Arg Arg Trp Glu Pro Thr Pro Leu Gly Glu Gly 
100 105 110 



Ala Val Leu Leu Gly Thr Ser Gin His Gin Val Arg Ser Leu Lys Leu 
ItS 120 125 



Lys Asn Val Asn 
130 
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<210> 104 

<211> 71 

<212> PRT 

<213> Homo sapien 

<400> 104 

Met Arg Ser Arg Asn Phe Ala Gly Gly Gin Arg Gly Trp Arg Cys Asp 
x - 5 10 15 

Asn Cys Arg Arg Pro Gly Gly Glu Pro Ser Pro Glu Gly Thr Thr Gly 
20 25 30 

Gin Ser Tyr Asn Gin Tyr Ser Gin Arg Tyr His Gin Arg Thr Asn Thr 
35 40 45 

Asn Val Asn Cys Pro lie Glu Cys Phe Met Pro Leu Asp Val Gin Ala 
50 55 60 



Asp Arg Glu Asp Ser Arg Glu 
65 70 



<210> 105 

<211> 177 

<212> PRT 

<213> Homo sapien 

<400> 105 

Met Lys Val Phe Cys Asn Met Glu Thr Gly Glu Thr Cys Val Tyr Pro 
! 5 10 15 

Asn Pro Ala Asn Val Pro Lys Lys Asn Trp Trp Ser Ser Lys Ser Lys 
20 25 30 

Glu Lys Lys His lie Trp Phe Gly Glu Thr He Asn Gly Gly Phe His 
35 40 45 

Phe Ser Tyr Gly Asp Asp Asn Leu Ala Pro Asn Thr Ala Asn Val Gin 
50 55 60 

Met Thr Phe Leu Arg Leu Leu Ser Thr Glu Gly Ser Gin Asn He Thr 
65 70 75 80 

Tyr* His Cys Lys Asn Ser ile' Ala Tyr Leu Asp Glu Ala Ala Gly "Asn 
85 90 95 



Leu Lys Lys Ala Leu Leu Ile Gin Gly Ser Asn Asp Val Glu Ile Arg 
100 105 HO 
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Ala Glu Gly Asn Ser Arg Phe Thr Tyr Thr Ala Leu Lys Asp Gly Cys 
115 120 125 



Thr Lys His Thr Gly Lys Trp Gly Lys Thr Val lie Glu Tyr Arg Ser 
130 135 140 



Gin Lys Thr Ser Arg Leu Pro lie lie Asp He Ala Pro Met Asp He 
145 150 155 160 



Gly Gly Pro Glu Gin Glu Phe Gly Val Asp He Gly Pro Val Cys Phe 
165 170 175 



Leu 



<210> 106 

<211> 175 

<212> PRT 

<213> Homo sapien 

<400> 106 

Met Asn Ser He Ala Ser Val Arg Asp Thr His Phe Pro Gly Pro Asp 
15 10 15 



Leu He Gly He Ser Val Ala Thr Asp Ser He Cys Glu Leu He Gin 
20 25 30 



Tyr He Thr Arg Tyr He Ala Ser Leu Lys Gin Arg Tyr Thr Gin Ser 
35 40 45 



Asn Gly Arg Arg Pro Phe Gly He Ser Ala Leu He Val Gly Phe Asp 
50 55 60 



Phe Asp Gly Thr Pro Arg Leu Tyr Gin Thr Asp Pro Ser Gly Thr Tyr 
65 70 75 80 



His Ala Trp Lys Ala Asn Ala He Gly Arg Gly Ala Lys Ser Val Arg 
85 90 95 



Glu Phe Leu Glu Lys Asn Tyr Thr Asp Glu Ala He Glu Thr Asp Asp 
100 105 110 



Leu Thr He Lys Leu Val He Lys Ala Leu Leu Glu Val Val Gin Ser 
115 120 125 
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Gly Gly Lys Asn lie Glu Leu Ala Val Met Arg Arg Asp Gin Ser Leu 
130 135 140 

Lys lie Leu Asn Pro Glu Glu lie Glu Lys Tyr Val Ala Glu lie Glu 
145 150 155 160 

Lys Glu Lys Glu Glu Asn Glu Lys Lys Lys Gin Lys Lys Ala Ser 
165 170 175 



<210> 107 

<211> 501 

<212> PRT 

<213> Homo sapien 

<400> 107 

Met Trp Pro Ser Glu Ser Thr Trp Gly Ser Lys Phe Gin lie Leu Ala 
15 10 15 

Ser Leu Val Pro Gly Arg Ala Tyr Lys Ser Arg Ala Ser Pro Phe Val 
20 25 30 



Thr Cys lie Phe Phe Leu Pro Leu Cys Thr Leu Cys Leu Ser Leu Pro 
35 40 45 



Leu Ser Leu Phe Leu Cys Leu Leu Leu Trp Leu Ser Ser Pro Ser Ser 
50 55 60 



Leu Arg Ser Gin Asp Arg His Asp Gly Val Pro Ser His Ser Ser Arg 
65 70 75 80 



Leu Ser Gin Leu Gly Ser Val Ser Gin Gly Pro Tyr Ser Ser Ala Pro 
85 90 95 



Pro Leu Ser His Thr Pro Ser Ser Asp Phe Gin Pro Pro Tyr Phe Pro 
100 105 110 



Pro Pro Tyr Gin Pro Leu Pro Tyr His Gin Ser Gin Asp Pro Tyr Ser 
115 120 125 



His Val Asn Asp Pro Tyr Ser Leu Asn Pro Leu His Gin Pro Gin Gin 
130 135 140 



His Pro Trp Gly' Gin Arg Glri Arg Gin Glu Val Gly Ser' Glu Ala Gly 
145 150 155 160 



Ser Leu Leu Pro Gin Pro Arg Ala Ala Leu Pro Gin Leu Ser Gly Leu 
165 170 175 
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Asp Pro Arg Arg Asp Tyr His Ser Val Arg Arg Pro Asp Val Leu Leu 
180 185 190 

His Ser Ala His His Gly Leu Asp Ala Gly Met Gly Asp Ser Leu Ser 
195 200 205 

Leu His Gly Leu Gly His Pro Gly Met Glu Asp Val Gin Ser Val Glu 
210 215 220 

Asp Ala Asn Asn Ser Gly Met Asn Leu Leu Asp Gin Ser Val lie Lys 
225 230 235 240 

Lys Val Pro Val Pro Pro Lys Ser Val Thr Ser Leu Met Met Asn Lys 
245 250 255 

Asp Gly Phe Leu Gly Gly Met Ser Val Asn Thr Gly Glu Val Phe Cys 
260 265 270 



Ser Val Pro Gly Arg Leu Ser Leu Leu Ser Ser Thr Ser Lys Tyr Lys 
275 280 285 

Val Thr Val Gly Glu Val Gin Arg Arg Leu Ser Pro Pro Glu Cys Leu 
290 295 300 

Asn Ala Ser Leu Leu Gly Gly Val Leu Arg Arg Ala Lys Ser Lys Asn 
305 310 315 320 

Gly Gly Arg Ser Leu Arg Glu Arg Leu Glu Lys lie Gly Leu Asn Leu 
325 330 335 



Pro Ala Gly Arg Arg Lys Ala Ala Asn Val Thr Leu Leu Thr Ser Leu 
340 " 345 350 

Val Glu Gly Glu Ala Val His Leu Ala Arg Asp Phe Gly Tyr lie Cys 
355 360 365 

Glu Thr Glu Phe Pro Ala Lys Ala Val Ser Glu Tyr Leu Asn Arg Gin 
370 375 380 

His Thr Asp Pro Ser Asp Leu His Ser Arg Lys Asn Met Leu Leu Ala 
385 39.0 - 395 400 



Thr Lys Gin Leu Cys Lys Glu Phe Thr Asp Leu Leu Ala Gin Asp Arg 
405 410 415 
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Thr Pro He Gly Asn Ser Arg Pro Ser Pro He Leu Glu Pro Gly He 
420 425 430 



Gin Ser Cys lieu Thr His Phe Ser Leu He Thr His Gly Phe Gly Ala 
435 440 445 



Pro Ala He Cys Ala Ala Leu Thr Ala Leu Gin Asn Tyr Leu Thr Glu 
450 455 460 



Ala Leu Lys Gly Met Asp Lys Met Phe Leu Asn Asn Thr Thr Thr Asn 
465 470 475 480 



Arg His Thr Ser Gly Glu Gly Pro Gly Ser Lys Thr Gly Asp Lys Glu 
485 490 495 



Glu Lys His Arg Lys 
500 



<210> 108 

<211> 458 

<212> PRT 

<213> Homo sapien 

<400> 108 

Met Leu Trp Lys Leu Val Glu Asn Val Lys Tyr Glu Asp He Tyr Glu 
15 10 15 



Met Leu Val His Thr Tyr Ser Ser Met Asp Arg His Asp Gly Val Pro 
20 25 30 



Ser His Ser Ser Arg Leu Ser Gin Leu Gly Ser Val Ser Gin Gly Pro 
35 40 45 



Tyr Ser Ser Ala Pro Pro Leu Ser His Thr Pro Ser Ser Asp Phe Gin 
50 55 60 



Pro Pro Tyr Phe Pro Pro Pro Tyr Gin Pro Leu Pro Tyr His Gin Ser 
65 70 75 80 



Gin Asp Pro Tyr Ser His Val Asn Asp Pro Tyr Ser Leu Asn Pro Leu 
85 90 95 



His Gin Pro Gin Gin His Pro Trp Gly Gin Arg Gin Arg Gin Glu Val 
100 105 110 



Gly Ser Glu Ala Gly Ser Leu Leu Pro Gin Pro Arg Ala Ala Leu Pro 
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115 120 125 



Gin Leu Ser Gly Leu Asp Pro Arg Arg Asp Tyr His Ser Val Arg Arg 
130 135 140 



Pro Asp Val Leu Leu His Ser Ala His His Gly Leu Asp Ala Gly Met 
145 ^ 150 155 160 



Gly Asp Ser Leu Ser Leu His Gly Leu Gly His Pro Gly Met Glu Asp 
165 170 175 



Val Gin Ser Val Glu Asp Ala Asn Asn Ser Gly Met Asn Leu Leu Asp 
180 185 190 



Gin Ser Val lie Lys Lys Val Pro Val Pro Pro Lys Ser Val Thr Ser 
195 200 205 



Leu Met Met Asn Lys Asp Gly Phe Leu Gly Gly Met Ser Val Asn Thr 
210 215 220 



Gly Glu Val Phe Cys Ser Val Pro Gly Arg Leu Ser Leu Leu Ser Ser 
225 230 235 240 



Thr Ser Lys Tyr Lys Val Thr Val Gly Glu Val Gin Arg Arg Leu Ser 
245 250 255 



Pro Pro Glu Cys Leu Asn Ala Ser Leu Leu Gly Gly Val Leu Arg Arg 
260 265 270 



Ala Lys Ser Lys Asn Gly Gly Arg Ser Leu Arg Glu Arg Leu Glu Lys 
275 280 285 



lie Gly Leu Asn Leu Pro Ala Gly Arg Arg Lys Ala Ala Asn Val Thr 
290 295 300 



Leu Leu Thr Ser Leu Val Glu Gly Glu Ala Val His Leu Ala Arg Asp 
305 310 315 320 



Phe Gly Tyr He Cys Glu Thr Glu Phe Pro Ala Lys Ala Val Ser Glu 
325 330 335 



Tyf Leu Ash Arg Gin His Thr Asp Pro Ser Asp Leu His Ser Arg Lys 
340 345 350 



Asn Met Leu Leu Ala Thr Lys Gin Leu Cys Lys Glu Phe Thr Asp Leu 
355 360 365 



WO 2004/053075 



PCT7US2003/038739 



97 



Leu Ala Gin Asp Arg Thr Pro lie Gly Asn Ser Arg Pro Ser Pro lie 
370 375 380 



Leu Glu Pro Gly lie Gin Ser Cys Leu Thr His Phe Ser Leu lie Thr 
385 390 395 400 



His Gly Phe Gly Ala Pro Ala lie Cys Ala Ala Leu Thr Ala Leu Gin 
405 410 415 



Asn Tyr Leu Thr Glu Ala Leu Lys Gly Met Asp Lys Met Phe Leu Asn 
420 425 430 



Asn Thr Thr Thr Asn Arg His Thr Ser Gly Glu Gly Pro Gly Ser Lys 
435 440 445 



Thr Gly Asp Lys Glu Glu Lys His Arg Lys 
450 455 



<210> 109 

<211> 469 

<212> PRT 

<213> Homo sapien 

<400> 109 

Met His Ser Pro Pro Arg Asp Gin Ala Ala lie Met Leu Trp Lys Leu 
15 10 15 



Val Glu Asn Val Lys Tyr Glu Asp lie Tyr Glu Met Leu Val His Thr 
20 25 30 



Tyr Ser Ser Met Asp Arg His Asp Gly Val Pro Ser His Ser Ser Arg 
35 " 40 45 



Leu Ser Gin Leu Gly Ser Val Ser Gin Gly Pro Tyr Ser Ser Ala Pro 
50 55 60 



Pro Leu Ser His Thr Pro Ser Ser Asp Phe Gin Pro Pro Tyr Phe Pro 
65 70 75 80 



Pro Pro Tyr Gin Pro Leu Pro Tyr His Gin Ser Gin Asp Pro Tyr Ser 

85 90 95.. . . 



His Val Asn Asp Pro Tyr Ser Leu Asn Pro Leu His Gin Pro Gin Gin 
100 105 110 
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His Pro Trp Gly Gin Arg Gin Arg Gin Glu Val Gly Ser Glu Ala Gly 
115 120 125 



Ser Leu Leu Pro Gin Pro Arg Ala Ala Leu Pro Gin Leu Ser Gly Leu 
130 135 140 



Asp Pro Arg Arg Asp Tyr His Ser Val Arg Arg Pro Asp Val Leu Leu 
145 150 155 160 



His Ser Ala His His Gly Leu Asp Ala Gly Met Gly Asp Ser Leu Ser 
165 170 175 



Leu His Gly Leu Gly His Pro Gly Met Glu Asp Val Gin Ser Val Glu 
180 185 190 



Asp Ala Asn Asn Ser Gly Met Asn Leu Leu Asp Gin Ser Val lie Lys 
195 200 205 



Lys Val Pro Val Pro Pro Lys Ser Val Thr Ser Leu Met Met Asn Lys 
210 215 220 



Asp Gly Phe Leu Gly Gly Met Ser Val Asn Thr Gly Glu Val Phe Cys 
225 230 235 240 



Ser Val Pro Gly Arg Leu Ser Leu Leu Ser Ser Thr Ser Lys Tyr Lys 
245 250 255 



Val Thr Val Gly Glu Val Gin Arg Arg Leu Ser Pro Pro Glu Cys Leu 
260 265 270 



Asn Ala Ser Leu Leu Gly Gly Val Leu Arg Arg Ala Lys Ser Lys Asn 
275 280 285 



Gly Gly Arg Ser Leu Arg Glu Arg Leu Glu Lys He Gly Leu Asn Leu 
290 295 300 



Pro Ala Gly Arg Arg Lys Ala Ala Asn Val Thr Leu Leu Thr Ser Leu 
305 310 315 320 



Val Glu Gly Glu Ala Val His Leu Ala Arg Asp Phe Gly Tyr He Cys 
325 330 335 



Glu Thr Glu Phe Pro Ala Lys Ala Val Ser Glu Tyr Leu Asn Arg Gin 
340 345 350 



His Thr Asp Pro Ser Asp Leu His Ser Arg Lys Asn Met Leu Leu Ala 
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355 360 365 



Thr Lys Gin Leu Cys Lys Glu Phe Thr Asp Leu Leu Ala Gin Asp Arg 
370 375 380 



Thr Pro lie Gly Asn Ser Arg Pro Ser Pro lie Leu Glu Pro Gly lie 
385 390 395 400 



Gin Ser Cys Leu Thr His Phe Ser Leu lie Thr His Gly Phe Gly Ala 
405 410 415 



Pro Ala lie Cys Ala Ala Leu Thr Ala Leu Gin Asn Tyr Leu Thr Glu 
420 425 430 



Ala Leu Lys Gly Met Asp Lys Met Phe Leu Asn Asn Thr Thr Thr Asn 
435 440 445 



Arg His Thr Ser Gly Glu Gly Pro Gly Ser Lys Thr Gly Asp Lys Glu 
450 455 460 



Glu Lys His Arg Lys 



465 




<210> 


110 


<211> 


201 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


110 


Met Ala His Ala Met 


1 


5 



10 15 



lie Asp Glu Glu Val Gly Phe Ala Leu Pro Asn Pro Gin Glu Asn Leu 
20 25 30 



Pro Asp Phe Tyr Asn Asp Trp Met Phe lie Ala Lys His Leu Pro Asp 
35 40 45 



Leu lie Glu Ser Gly Gin Leu Arg Glu Arg Val Glu Lys Leu Asn Met 
50 55 60 



Leu Ser lie Asp His Leu Thr Asp His Lys Ser Gin Arg Leu Ala. Arg, 
65 70 75 " 80 



Leu Val Leu Gly Cys lie Thr Met Ala Tyr Val Trp Gly Lys Gly His 
85 90 95 
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Gly Asp Val Arg Lys Val Leu Pro Arg Asn lie Ala Val Pro Tyr Cys 
100 105 110 



Gin Leu Ser Lys Lys Leu Glu Leu Pro Pro lie Leu Val Tyr Ala Asp 
115 120 125 



Cys Val Leu Ala Asn Trp Lys Lys Lys Asp Pro Asn Lys Pro Leu Thr 
130 135 140 



Tyr Glu Asn Met Asp Val Leu Phe Ser Phe Arg Asp Gly Asp Cys Ser 
145 150 155 160 



Lys Gly Phe Phe Leu Val Ser Leu Leu Val Glu lie Ala Ala Ala Ser 
165 170 175 



Ala lie Lys Val Arg Leu Ser Ser Leu Gin Asn Leu Tyr Val Asn Leu 
180 185 190 



Arg Lys Gin Ser Asn His Phe Gly Ala 
195 200 



<210> 111 

<211> 133 

<212> PRT 

<213> Homo sapien 

<400> 111 

Met Asp Arg His Ser Ser Tyr lie Phe lie Trp Leu Gin Leu Glu Leu 
15 10 15 



Cys Ala Met Ala Val Leu Leu Thr Lys Gly Glu lie Arg Cys Tyr Cys 
20 25 30 



Asp Ala Ala His Cys Val Ala Thr Gly Tyr Met Cys Lys Ser Glu Leu 
35 40 45 



Ser Ala Cys Phe Ser Arg Leu Leu Asp Pro Gin Asn Ser Asn Ser Pro 
50 55 60 



Leu Thr His Gly Cys Leu Asp Ser Leu Ala Ser Thr Thr Asp lie Cys 
65 70 75 80 



Gin Ala Lys Gin Ala Arg Asn His Ser Gly Thr Thr lie Pro Thr Leu 
85 90 95 



Glu Cys Cys His Glu Asp Met Cys Asn Tyr Arg Gly Leu His Asp Val 
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100 105 110 



Leu Ser Pro Pro Arg Gly Glu Ala Ser Gly Arg Trp Lys Pro Phe Leu 
115 120 125 



Thr Arg Met Pro Ala 
130 



<210> 112 

<211> 157 

<212> PRT 

<213> Homo sapien 

<400> 112 

He Ser Leu Gly Gly Val Ser Met Glu Phe Asp His Phe Leu Cys Thr 
15 10 15 



Pro Leu Gly Gin Gly Asn Arg Tyr Gin His Asp Gly Ser Arg Asn Leu 
20 25 30 



He Thr Lys Val Gin Glu Leu Thr Ser Ser Lys Glu Leu Trp Phe Arg 
35 40 45 



Ala Ala Val He Ala Val Pro He Ala Gly Gly Leu He Leu Val Leu 
50 * 55 60 



Leu He Met Leu Ala Leu Arg Met Leu Arg Ser Glu Asn Lys Arg Leu 
65 70 75 80 



Gin Asp Gin Arg Gin Gin Met Leu Ser Arg Leu His Tyr Ser Phe His 
85 90 95 



Gly His His Ser Lys Lys Gly Gin Val Ala Lys Leu Asp Leu Glu Cys 
100 105 110 



Met Val Pro Val Ser Gly His Glu Asn Cys Cys Leu Thr Cys Asp Lys 
115 120 125 



Met Arg Gin Ala Asp Leu Ser Asn Asp Lys He Leu Ser Leu Val His 
130 135 140 



Trp Gly Met Tyr Ser Gly His Gly Lys Leu Glu Phe Val_ 
i45 " " 150 " - " 155 



<210> 113 
<211> 121 
<212> PRT 
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<213> Homo sapien 
<400> 113 

Met Asp Arg His Ser Ser Tyr He Phe He Trp Leu Gin Leu Glu Leu 
15 10 15 



Cys Ala Met Ala Val Leu Leu Thr Lys Gly Glu He Arg Cys Tyr Cys 
20 25 30 



Asp Ala Ala His Cys Val Ala Thr Gly Tyr Met Cys Lys Ser Glu Leu 
35 40 45 



Ser Ala Cys Phe Ser Arg Leu Leu Asp Pro Gin Asn Ser Asn Ser Pro 
50 55 60 



Leu Thr His Gly Cys Leu Asp Ser Leu Ala Ser Thr Thr Asp He Cys 
65 70 75 80 



Gin Ala Lys Gin Ala Arg Asn His Ser Gly Thr Thr He Pro Thr Leu 
85 90 95 



Glu Cys Cys His Glu Asp Lys Glu Thr Gly He Ser Met Met Val Ala 
100 105 110 



Glu Thr Leu Ser Pro Arg Cys Arg Ser 
115 120 



<210> 114 

<211> 149 

<212> PRT 

<213> Homo sapien 

<400> 114 

Met Arg Leu Met Glu Gly Asp Val Asn Ser Thr Glu Val Leu He Ser 
15 10 15 



Ala Arg Ser Tyr Leu Cys Thr Leu Pro Pro Ala Leu Leu Ser Arg Glu 
20 25 30 



He Leu Met Ala Asp Ser Glu Ala Leu Pro Ser Leu Ala Gly Asp Pro 
35 40 45 



Val Ala Val Glu" Ala "Leu Leu Arg Ala Val Phe Gly Val Val Val Asp 
50 55 60 



Glu Ala He Gin Lys Gly Thr Ser Val Ser Gin Lys Val Cys Glu Trp 
65 70 75 80 
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Lys Glu Pro Glu Glu Leu Lys Gin Leu Leu Asp Leu Glu Leu Arg Ser 
85 90 95 



Gin Gly Glu Ser Gin Lys Gin lie Leu Glu Arg Cys Arg Ala Val lie 
100 105 110 



Arg Tyr Ser Val Lys Thr Gly His Pro Arg Phe Phe Asn Gin Leu Phe 
115 ^ 120 125 



Ser Gly Leu Asp Pro His Ala Leu Ala Gly Arg lie lie Thr Glu Ser 
130 135 140 



Leu Asn Thr Ser Gin 
145 



<210> 115 

<211> 204 

<212> PRT 

<213> Homo sapien 

<400> 115 

Gly Pro Val Trp Ala Val Pro Pro His Leu Ser Phe Leu Val Val Leu 
15 10 15 



Ser Pro Gly Arg Tyr Thr Tyr Glu He Ala Pro Val Phe Val Leu Met 
20 25 30 



Glu Glu Glu Val Leu Arg Lys Leu Arg Ala Leu Val Gly Trp Ser Ser 
35 40 45 



Gly Asp Gly He Phe Cys Pro Gly Gly Ser He Ser Asn Met Tyr Ala 
50 55 60 



Val Asn Leu Ala Arg Tyr Gin Arg Tyr Pro Asp Cys Lys Gin Arg Gly 
65 70 75 80 



Leu Arg Thr Leu Pro Pro Leu Ala Leu Phe Thr Ser Lys Glu Val Gly 
85 90 * 95 



Lys Arg His Arg Pro Asn Pro Gly Leu Leu He Leu He Ser Ser Gin 
100 105 110 



Leu Ser Arg Asp Leu Pro Gly Leu Leu Pro Ala Leu Pro Thr Ser Ser 
115 120 125 



( 
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Lys Ala Ser Leu Pro Pro Gly Gly Cys Ala Ser Phe Gin Ser Arg Arg 
130 135 140 



Ser Ser Asn Cys Ser Cys Ser His Cys Leu Leu Phe Gly Gly Arg Gly 
145 150 155 160 



Gly Ala Val Ser Ala Val Asp Thr Val His Thr Leu Pro Thr Gin Glu 
165 170 175 



Cys Gly Leu Trp Thr Ser Ser lie Gly Met Thr Trp Gly Leu Leu Glu 
180 185 190 



Met Gin Asn Leu Ala Gly His Gly Asp Ser Arg Leu 
195 200 



<210> 116 

<211> 194 

<212> PRT 

<213> Homo sapien 

<400> 116 

Met Gin Arg Pro Gly Trp Trp Lys Gly Glu Glu Asn Trp Ala Gly Gin 
15 10 15 



lie Ser Gly Trp Gly Leu Trp Arg Trp Arg Gly Gin Gly Trp Ser Pro 
20 25 30 



Gly Thr Lys Lys Gly Arg Gly Ser Ala Arg Pro Glu Glu Trp Glu Glu 
35 40 45 



Met Gly Pro Gly Cys Arg Val Pro Arg Gly Leu Gly Gin Gly Pro Arg 
50 * 55 60 



Cys Arg Arg Lys Met Arg Glu Phe Gly Phe Gly Asp Leu Val His Pro 
65 70 75 80 



Gly Pro Val Leu Pro Pro Leu Pro Pro Gin Arg Arg Ala Ser Cys lie 
85 90 95 



Pro Phe Leu Trp Pro Glu Gly Ser Ser Val His Pro Ser Gin Ala Leu 
100 105 110 



Ala Ser Ser His Ser "Pro Ala Leu" Gly Pro lie Arg Leu Gly Arg Met 
115 120 125 



Gly Glu Pro Val Val Ala Pro Gly Arg Gly Lys Gly Gly Arg Leu Gly 
130 135 140 
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Lys Pro Leu Leu Gly Arg Thr Gin Tyr Ser Gly Ser Ser Leu Ser Gly 
145 150 155 160 



Lys Glu Arg lie Cys Val Thr Arg Ser Tyr Arg Gly Thr Leu Arg Gly 
165 170 175 



Leu Arg Gly Arg Ala Trp Ser Pro Pro Arg Gly Lys Glu Lys Phe Phe 
180 185 ~ " 190 



Glu Ser 



<210> 117 

<211> 472 

<212> PRT 

<213> Homo sapien 

<400> 117 

Met Ser Asp Thr Ser Glu Ser Gly Ala Gly Leu Thr Arg Phe Gin Ala 
15 10 15 



Glu Ala Ser Glu Lys Asp Ser Ser Ser Met Met Gin Thr Leu Leu Thr 
20 25 30 



Val Thr Gin Asn Val Glu Val Pro Glu Thr Pro Lys Ala Ser Lys Ala 
35 40 45 



Leu Glu Val Ser Glu Asp Val Lys Val Ser Lys Ala Ser Gly Val Ser 
50 55 60 



Lys Ala Thr Glu Val Ser Lys Thr Pro Glu Ala Arg Glu Ala Pro Ala 
65 70 75 80 



Thr Gin Ala Ser Ser Thr Thr Gin Leu Thr Asp Thr Gin Val Leu Ala 
85 90 95 



Ala Glu Asn Lys Ser Leu Ala Ala Asp Thr Lys Lys Gin Asn Ala Asp 
100 105 110 



Pro Gin Ala Val Thr Met Pro Ala Thr Glu Thr Lys Lys Val Ser His 
115 120 125 



Val Ala Asp Thr Lys Val Asn Thr Lys Ala Gin Glu Thr Glu Ala Ala 
130 135 140 



WO 2004/053075 



PCT/US2003/038739 



106 

Pro Ser Gin Ala Pro Ala Asp Glu Pro Glu Pro Glu Ser Ala Ala Ala 
145 150 155 160 



Gin Ser Gin Glu Asn Gin Asp Thr Arg Pro Lys Val Lys Ala Lys Lys 
165 170 175 



Ala Arg Lys Val Lys His Leu Asp Gly Glu Glu Asp Gly Ser Ser Asp 
180 185 190 



Gin Ser Gin Ala Ser Gly Thr Thr Gly Gly Arg Arg Val Ser Lys Ala 
195 200 205 



Leu Met Ala Ser Met Ala Arg Arg Ala Ser Arg Gly Pro lie Ala Phe 
210 215 220 



Trp Ala Arg Arg Ala Ser Arg Thr Arg Leu Ala Ala Trp Ala Arg Arg 
225 230 235 240 



Ala Leu Leu Ser Leu Arg Ser Pro Lys Ala Arg Arg Gly Lys Ala Arg 
245 250 255 



Arg Arg Ala Ala Lys Leu Gin Ser Ser Gin Glu Pro Glu Ala Pro Pro 
260 265 270 



Pro Arg Asp Val Ala Leu Leu Gin Gly Arg Ala Asn Asp Leu Val Lys 
275 280 285 



Tyr Leu Leu Ala Lys Asp Gin Thr Lys lie Pro lie Lys Arg Ser Asp 
290 295 300 



Met Leu Lys Asp He He Lys Glu Tyr Thr Asp Val Tyr Pro Glu He 
305 310 315 320 



He Glu Arg Ala Gly Tyr Ser Leu Glu Lys Val Phe Gly He Gin Leu 
325 330 335 



Lys Glu He Asp Lys Asn Asp His Leu Tyr He Leu Leu Ser Thr Leu 
340 345 350 



Glu Pro Thr Asp Ala Gly He Leu Gly Thr Thr Lys Asp Ser Pro Lys 
355 360 365 



Leu Gly Leu Leu Met Val Leu Leu Ser He He Phe Met Asn Gly Asn 
370 375 380 



Arg Ser Ser Glu Gly Glu Trp Leu Gly Leu Gin Leu Asn Gly Trp Leu 
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385 390 395 400 



Trp Ser Arg Phe His Val Phe Asn Phe Cys Pro Cys Leu Leu Leu Pro 
405 410 415 



Pro Leu Ala Ala Val lie Trp Glu Val Leu Arg Lys Leu Gly Leu Arg 
420 425 430 



Pro Gly Tyr Asp Trp Ala Leu Ser Ala Leu Ala Val Arg Val Val Leu 
435 440 445 



Trp Gin Glu Arg Thr Val Leu Gly Leu His Gin Ser Gly Gly Leu Val 
450 455 460 



Glu Arg Val Gly Cys Trp Thr Gly 
465 470 



<210> 118 

<211> 528 

<212> PRT 

<213> Homo sapien 

<400> 118 

Met Ser Asp Thr Ser Glu Ser Gly Ala Gly Leu Thr Arg Phe Gin Ala 
15 10 15 



Glu Ala Ser Glu Lys Asp Ser Ser Ser Met Met Gin Thr Leu Leu Thr 
20 25 30 



Val Thr Gin Asn Val Glu Val Pro Glu Thr Pro Lys Ala Ser Lys Ala 
35 40 45 



Leu Glu Val Ser Glu Asp Val Lys Val Ser Lys Ala Ser Gly Val Ser 
50 55 * 60 



Lys Ala Thr Glu Val Ser Lys Thr Pro Glu Ala Arg Glu Ala Pro Ala 
65 70 75 80 



Thr Gin Ala Ser Ser Thr Thr Gin Leu Thr Asp Thr Gin Val Leu Ala 
85 90 95 



Ala Glu Asn Lys Ser Leu Ala Ala Asp Thr Lys Lys Gin Asn Ala Asp. 
i'OO 105 * 110 



Pro Gin Ala Val Thr Met Pro Ala Thr Glu Thr Lys Lys Val Ser His 
115 12 0 125 
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Val Ala Asp Thr Lys Val Asn Thr Lys Ala Gin Glu Thr Glu Ala Ala 
130 135 140 

Pro Ser Gin Ala Pro Ala Asp Glu Pro Glu Pro Glu Ser Ala Ala Ala 
145 150 155 160 

Gin Ser Gin Glu Asn Gin Asp Thr Arg Pro Lys Val Lys Ala Lys Lys 
165 170 175 

Ala Arg Lys Val Lys His Leu Asp Gly Glu Glu Asp Gly Ser Ser Asp 
180 185 190 

Gin Ser Gin Ala Ser Gly Thr Thr Gly Gly Arg Arg Val Ser Lys Ala 
195 200 205 

Leu Met Ala Ser Met Ala Arg Arg Ala Ser Arg Gly Pro lie Ala Phe 
210 215 220 

Trp Ala Arg Arg Ala Ser Arg Thr Arg Leu Ala Ala Trp Ala Arg Arg 
225 "* 230 235 240 

Ala Leu Leu Ser Leu Arg Ser Pro Lys Ala Arg Arg Gly Lys Ala Arg 
245 250 255 

Arg Arg Ala Ala Lys Leu Gin Ser Ser Gin Glu Pro Glu Ala Pro Pro 
260 265 270 

Pro Arg Asp Val Ala Leu Leu Gin Gly Arg Ala Asn Asp Leu Val Lys 
275 280 285 

Tyr Leu Leu Ala Lys Asp Gin Thr Lys lie Pro lie Lys Arg Ser Gly 
290 295 300 

Lys Val Leu Thr Asn Pro Pro Ser Ala Leu Ser Ser Ala Leu His Cys 
305 310 315 320 

Pro Tyr Thr lie Val Leu Gly He Ser Pro Ala Leu Met Leu Met Ser 
325 330 335 



Leu Ser Ser Gin Ser Ser Asp Leu Ala Val Leu Ala Ser Leu Leu He 
340 345 . 350 



Ser Thr Glu Pro Gly Tyr Ala Thr Leu Gly Val Val Gly Lys Glu Ser 
355 " 360 365 
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He Ala Trp Ala Ser Gly Pro Pro Gly He Ser Ser Val Arg Cys Ser 
370 375 380 



Gin His Ser Pro Leu Ala Asp Met Leu Lys Asp He He Lys Glu Tyr 
385 390 395 400 



Thr Asp Val Tyr Pro Glu He He Glu Arg Ala Gly Tyr Ser Leu Glu 
405 410 415 



Lys Val Phe Gly He Gin Leu Lys Glu He Asp Lys Asn Asp His Leu 
420 425 430 



Tyr He Leu Leu Ser Thr Leu Glu Pro Thr Asp Ala Gly He Leu Gly 
435 440 445 



Thr Thr Lys Asp Ser Pro Lys Leu Gly Leu Leu Met Val Leu Leu Ser 
450 455 460 



He He Phe Met Asn Gly Asn Arg Ser Ser Glu Ala Val He Trp Glu 
465 470 475 480 



Val Leu Arg Lys Leu Gly Leu Arg Pro Gly Tyr Asp Trp Ala Leu Ser 
485 490 495 



Ala Leu Ala Val Arg Val Val Leu Trp Gin Glu Arg Thr Val Leu Gly 
500 505 510 



Leu His Gin Ser Gly Gly Leu Val Glu Arg Val Gly Cys Trp Thr Gly 
515 520 525 



<210> 119 

<211> 314 

<212> PRT 

<213> Homo sapien 

<400> 119 

Asp Met Ser Asp Thr Ser Glu Ser Gly Ala Gly Leu Thr Arg Phe Gin 
1 5 10 15 



Ala Glu Ala Ser Glu Lys Asp Ser Ser Ser Met Met Gin Thr Leu Leu 
20 25 30 



Thr Val ' Thr- Gin Asn Val Glu Val Pro Glu Thr Pro Lys Ala Ser Lys 
35 40 45 



Ala Leu Glu Val Ser Glu Asp Val Lys Val Ser Lys Ala Ser Gly Val 
50 55 60 
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Ser Lys Ala Thr Glu Val Ser Lys Thr Pro Glu Ala Arg Glu Ala Pro 
65 70 75 80 



Ala Thr Gin Ala Ser Ser Thr Thr Gin Leu Thr Asp Thr Gin Val Leu 
85 90 95 



Ala Ala Glu Asn Lys Ser Leu Ala Ala Asp Thr Lys Lys Gin Asn Ala 
100 105 110 



Asp Pro Gin Ala Val Thr Met Pro Ala Thr Glu Thr Lys Lys Val Ser 
115 120 125 



His Val Ala Asp Thr Lys Val Asn Thr Lys Ala Gin Glu Thr Glu Ala 
130 135 140 



Ala Pro Ser Gin Ala Pro Ala Asp Glu Pro Glu Pro Glu Ser Ala Ala 
145 150 155 160 



Ala Gin Ser Gin Glu Asn Gin Asp Thr Arg Pro Lys Val Lys Ala Lys 
165 170 175 



Lys Ala Arg Lys Val Lys His Leu Asp Gly Glu Glu Asp Gly Ser Ser 
180 185 190 



Asp Gin Ser Gin Ala Ser Gly Thr Thr Gly Gly Arg Arg Val Ser Lys 
195 200 205 



Ala Leu Met Ala Ser Met Ala Arg Arg Ala Ser Arg Gly Pro lie Ala 
210 215 220 



Phe Trp Ala Arg Arg Ala Ser Arg Thr Arg Leu Ala Ala Trp Ala Arg 
225 230 235 240 



Arg Ala Leu Leu Ser Leu Arg Ser Pro Lys Ala Arg Arg Gly Lys Ala 
245 250 255 



Arg Arg Arg Ala Ala Lys Leu Gin Ser Ser Gin Glu Pro Glu Ala Pro 
260 265 270 



Pro Pro Arg Asp Val Ala Leu Leu Gin Gly Arg Ala .Asn Asp Leu Val. 
275 ' 280 * 285 



Lys Tyr Leu Leu Ala Lys Asp Gin Thr Lys lie Pro He Lys Arg Ser 
290 295 300 
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Gly Lys Val Leu Pro He Leu Pro Leu Pro 
305 310 



<210> 120 

<211> 35 

<212> PRT 

<213> Homo sapien 

<400> 120 

Ala Leu Thr Ala Leu Pro Gly Ala Ala Gly Ala Arg Arg Arg His Asp 
15 10 15 



Pro Leu Arg Leu Arg Gly Arg Arg Ala His Arg Glu Lys Ala Arg Gin 
20 25 30 



Gly Ser Ala 
35 



<210> 121 

<211> 80 

<212> PRT 

<213> Homo sapien 

<400> 121 

Gly Arg Arg He Phe Glu Arg Thr Leu Gin He Leu Arg Thr Ser Val 
15 10 15 



Ala Leu Glu Thr Val Ser Trp He Ser He Phe Leu Cys Glu Gly Leu 
20 25 30 



Leu Leu Met Ser Pro Arg He Gin Thr Gin Thr Tyr Phe Ser Lys Lys 
35 40 45 



Val Gin Leu Gly Cys Tyr He Val Ala Arg Val Tyr Leu His Ala His 
50 55 60 



Leu Ala Phe Gin Ala Pro He Thr Ser Lys Val Ser Leu Lys Leu Phe 
65 70 75 80 



<210> 122 

<211> 33 

<212> PRT 

<213> Homo sapien 

<400> 122 

Ala Leu Thr Ala Leu Pro Gly Ala Ala Gly Ala Arg Arg Arg His Asp 
1 5 10 15 
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Pro Leu Arg Leu Arg Gly Arg Arg Ala His Arg Glu Lys Lys Pro Thr 
20 25 30 



Gly 



<210> 123 

<211> 80 

<212> PRT 

<213> Homo sapien 

<400> 123 

Gly Arg Arg lie Phe Glu Arg Thr Leu Gin lie Leu Arg Thr Ser Val 
15 10 15 



Ala Leu Glu Thr Val Ser Trp lie Ser lie Phe Leu Cys Glu Gly Leu 
20 25 30 



Leu Leu Met Ser Pro Arg lie Gin Thr Gin Thr Tyr Phe Ser Lys Lys 
35 40 45 



Val Gin Leu Gly Cys Tyr lie Val Ala Arg Val Tyr Leu His Ala His 
50 55 60 



Leu Ala Phe Gin Ala Pro He Thr Ser Lys Val Ser Leu Lys Leu Phe 
65 70 75 80 



<210> 124 

<211> 73 

<212> PRT 

<213> Homo sapien 

<400> 124 

Met Ala He Arg Glu Leu Lys Val Cys Leu Leu Gly Asp Thr Gly Val 
1 5 10 15 



Gly Lys Ser Ser He Val Cys Arg Phe Val Gin Asp His Phe Asp His 
20 25 30 



Asn He Ser Pro Thr He Gly Ala Ser Phe Met Thr Lys Thr Val Pro 
35 40 45 



Cys Gly' Asn Glu Leu His Lys Phe Leu He Trp Asp Thr Ala Gly Gin 
50 55 60 



Glu Arg Gly Gly Ser Pro Glu Gly Cys 
65 70 
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<210> 125 

<211> 94 

<212> PRT 

<213> Homo sapien 

<400> 125 

Thr Val Phe Arg Pro Thr Gly Tyr Leu Ala Tyr Cys Phe Asn lie He 
15 10 15 

Val Glu Thr Arg Pro Cys Ser Pro Val Val Leu Pro Cys Cys Ala Asn 
20 25 30 

Cys Ser Phe Phe Ser Cys Phe Cys Lys Glu Leu Pro Ser Gly Leu Asp 
35 40 45 

Pro Val Leu Ala His Thr Arg His Arg Cys Ser Gin Leu Gly Pro Phe 
50 55 60 

Arg His Val Phe Tyr Ser Val Val Lys His Phe His Gin Gin Cys Leu 
65 70 75 80 

He Val Ser Val He Phe Gly Leu Thr His Thr Asp Ser Tyr 
85 90 



<210> 126 

<211> 54 

<212> PRT 

<213> Homo sapien 

<400> 126 

Val Asp Asp Arg Cys Leu Val Thr Leu Gly Asn Arg Cys Cys Ala Ala 
1 ' 5 10 15 

Lys Glu Trp Thr Val Arg Gly Arg Gin He Pro Pro Leu Asp Pro His 
20 25 30 

Glu Asn Gly Asn Asn Gly Thr He Lys Val Glu Lys Pro Thr Met Gin 
35 40 45 



Ala Ser Arg Arg Cys Cys 
50 



<210> 127 

<211> 94 

<212> PRT 

<213> Homo sapien 
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<400> 127 

Thr Val Phe Arg Pro Thr Gly Tyr Leu Ala Tyr Cys Phe Asn lie lie 
15 10 15 

Val Glu Thr Arg Pro Cys Ser Pro Val Val Leu Pro Cys Cys Ala Asn 
20 " 25 30 

Cys Ser Phe Phe Ser Cys Phe Cys Lys Glu Leu Pro Ser Gly Leu Asp 
35 40 45 

Pro Val Leu Ala His Thr Arg His Arg Cys Ser Gin Leu Gly Pro Phe 
50 55 60 

Arg His Val Phe Tyr Ser Val Val Lys His Phe His Gin Gin Cys Leu 
65 70 75 80 

lie Val Ser Val lie Phe Gly Leu Thr His Thr Asp Ser Tyr 
85 90 



<210> 128 

<211> 284 

<212> PRT 

<213> Homo sapien 

<400> 128 

Met Gly Trp Ser Gly Arg Ser Gly Lys Gly Lys Leu Arg Arg Arg Ser 
1 5 10 15 

Val Ser Gly Asn Met Ala Ser Arg Ser Lys Arg Arg Ala Val Glu Ser 
20 25 30 

Gly Val Pro Gin Pro Pro Asp Pro Pro Val Gin Arg Asp Glu Glu Glu 
35 40 45 

Glu Lys Glu Val Glu Asn Glu Asp Glu Asp Asp Asp Asp Ser Asp Lys 
50 55 60 

Glu Lys Asp Glu Glu Asp Glu Val lie Asp Glu Glu Val Asn lie Glu 
65 " 70 75 80 

Phe Glu Ala Tyr Ser Leu Ser Asp Asn Asp Tyr Asp Gly He Lys Lys 
85 90 95 



Leu Leu Gin Gin Leu Phe Leu Lys Ala Pro Val Asn Thr Ala 
100 105 HO 



Glu Leu 
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Thr Asp Leu Leu lie Gin Gin Asn His lie Gly Ser Val lie Lys Gin 
115 120 125 



Thr Asp Val Ser Glu Asp Ser Asn Asp Asp Met Asp Glu Asp Glu Val 
130 135 140 



Phe Gly Phe lie Ser Leu Leu Asn Leu Thr Glu Arg Lys Gly Thr Gin 
145 150 155 160 



Cys Val Glu Gin He Gin Glu Leu Val Leu Arg Phe Cys Glu Lys Asn 
165 170 175 



Cys Glu Lys Ser Met Val Glu Gin Leu Asp Lys Phe Leu Asn Asp Thr 
180 185 190 



Thr Lys Pro Val Gly Leu Leu Leu Ser Glu Arg Phe He Asn Val Pro 
195 200 205 



Pro Gin He Ala Leu Pro Met Tyr Gin Gin Leu Gin Lys Glu Leu Ala 
210 215 220 



Gly Ala His Arg Thr Asn Lys Pro Cys Gly Lys Cys Tyr Phe Tyr Leu 
225 230 235 ~ 240 



Leu He Ser Lys Thr Phe Val Glu Ala Gly Lys Asn Asn Ser Lys Lys 
245 250 255 



Lys Pro Ser Asn Lys Lys Lys Ala Ala Leu Met Phe Ala Asn Ala Glu 
260 265 270 



Glu Glu Phe Phe Tyr Glu Val Val His Gly Gly Lys 

280 





275 


<210> 


129 


<211> 


220 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


129 



Met Gly Trp Ser Gly Arg Ser Gly Lys Gly Lys Leu Arg Arg Arg Ser 
15 10 15 



Val Ser Gly Asn Met Ala Ser Arg Ser Lys Arg Arg Ala Val Glu Ser 
20 25 30 



Gly Val Pro Gin Pro Pro Asp Pro Pro Val Gin Arg Asp Glu Glu Glu 
35 40 45 
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Glu Lys Glu Val Glu Asn Glu Asp Glu Asp Asp Asp Asp Ser Asp Lys 
50 55 60 



Glu Lys Asp Glu Glu Asp Glu Val lie Asp Glu Glu Val Asn lie Glu 
65 70 75 80 



Phe Glu Ala Tyr Ser Leu Ser Asp Asn Asp Tyr Asp Gly lie Lys Lys 
85 90 * 95 



Leu Leu Gin Gin Leu Phe Leu Lys Ala Pro Val Asn Thr Ala Glu Leu 
100 105 110 



Thr Asp Leu Leu lie Gin Gin Asn His He Gly Ser Val He Lys Gin 
115 120 125 



Thr Asp Val Ser Glu Asp Ser Asn Asp Asp Met Asp Glu Asp Glu Val 
130 135 140 



Phe Gly Phe He Ser Leu Leu Asn Leu Thr Glu Arg Lys Gly Thr Gin 
145 150 155 160 



Cys Val Glu Gin He Gin Glu Leu Val Leu Arg Phe Cys Glu Lys Asn 
165 170 175 



Cys Glu Lys Ser Met Val Glu Gin Leu Asp Lys Phe Leu Asn Asp Thr 
180 185 190 



Thr Lys Pro Val Gly Leu Leu Leu Ser Glu Arg Phe He Asn Val Pro 
195 200 205 



Pro Gin He Ala Leu Pro Met Tyr Gin Gin Leu Gin 
210 215 220 



<210> 130 

<211> 190 

<212> PRT 

<213> Homo sapien 

<400> 130 

Met Gly Trp Ser Gly Arg Ser Gly Lys Gly Lys Leu Arg Arg Arg Ser 
1 5 10 .15. 



Val Ser Gly Asn Met Ala Ser Arg Ser Lys Arg Arg Ala Val Glu Ser 
20 25 30 
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Gly Val Pro Gin Pro Pro Asp Pro Pro Val Gin Arg Asp Glu Glu Glu 
35 40 45 



Glu Lys Glu Val Glu Asn Glu Asp Glu Asp Asp Asp Asp Ser Asp Lys 
50 55 60 



Glu Lys Asp Glu Glu Asp Glu Val lie Asp Glu Glu Val Asn He Glu 
65 70 75 80 



Phe Glu Ala Tyr Ser Leu Ser Asp Asn Asp Tyr Asp Gly He Lys Lys 
85 90 95 



Leu Leu Gin Gin Leu Phe Leu Lys Ala Pro Val Asn Thr Ala Glu Leu 
100 105 110 



Thr Asp Leu Leu He Gin Gin Asn His He Gly Ser Val He Lys Gly 
115 120 125 



Thr Gin Cys Val Glu Gin He Gin Glu Leu Val Leu Arg Phe Cys Glu 
130 135 140 



Lys Asn Cys Glu Lys Ser Met Val Glu Gin Leu Asp Lys Phe Leu Asn 
145 150 155 160 



Asp Thr Thr Lys Pro Val Gly Leu Leu Leu Ser Glu Arg Phe He Asn 
165 170 175 



Val Pro Pro Gin He Ala Leu Pro Met Tyr Gin Gin Leu Gin 
180 185 190 



<210> 131 

<211> 305 

<212> PRT 

<213> Homo sapien 

<400> 131 

Met Ala Ser Arg Lys Glu Asn Ala Lys Ser Ala Asn Arg Val Leu Arg 
15 10 15 



He Ser Gin Leu Asp Ala Leu Glu Leu Asn Lys Ala Leu Glu Gin Leu 
20 25 30 



Val Trp Ser Gin Phe Thr Gin Cys Phe His Gly Phe Lys Pro Gly Leu 
35 40 45 



Leu Ala Arg Phe Glu Pro Glu Val Lys Ala Cys Leu Trp Val Phe Leu 
50 55 60 
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Trp Arg Phe Thr lie Tyr Ser Lys Asn Ala Thr Val Gly Gin Ser Val 
65 70 75 80 



Leu Asn He Lys Tyr Lys Asn Asp Phe Ser Pro Asn Leu Arg Tyr Gin 
85 90 95 



Pro Pro Ser Lys Asn Gin Lys He Trp Tyr Ala Val Cys Thr He Gly 
100 105 110 



Gly Arg Trp Leu Glu Glu Arg Cys Tyr Asp Leu Phe Arg Asn His His 
115 120 125 



Leu Ala Ser Phe Gly Lys Val Lys Gin Cys Val Asn Phe Val He Gly 
130 135 140 



Leu Leu Lys Leu Gly Gly Leu He Asn Phe Leu He Phe Leu Gin Arg 
145 150 155 160 



Gly Lys Phe Ala Thr Leu Thr Glu Arg Leu Leu Gly He His Ser Val 
165 170 175 



Phe Cys Lys Pro Gin Asn He Arg Glu Val Gly Phe Glu Tyr Met Asn 
180 185 190 



Arg Glu Leu Leu Trp His Gly Phe Ala Glu Phe Leu He Phe Leu Leu 
195 200 205 



Pro Leu He Asn Val Gin Lys Leu Lys Ala Lys Leu Ser Ser Trp Cys 
210 215 220 



He Pro Leu Thr Gly Ala Pro Asn Ser Asp Asn Thr Leu Ala Thr Ser 

225 230 235 240 

Gly Lys Glu Cys Ala Leu Cys Gly Glu Trp Pro Thr Met Pro His Thr 
245 250 255 



He Gly Cys Glu His He Phe Cys Tyr Phe Cys Ala Lys Ser Ser Phe 
260 265 270 



Leu Phe Asp Val Tyr Phe Thr Cys Pro Lys Cys Gly. Thr Glu Val His 
275 280 285 



Ser Leu Gin Pro Leu Lys Ser Gly He Glu Met Ser Glu Val Asn Ala 
290 295 300 
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Leu 
305 



<210> 132 

<211> 582 

<212> PRT 

<213> Homo sapien 

<400> 132 



Met Ala Ala Arg Ser Trp Gin Asp Glu Leu Ala Gin Gin Ala Glu Glu 
15 10 15 



Gly Ser Ala Arg Leu Arg Glu Met Leu Ser Val Gly Leu Gly Phe Leu 
20 25 30 



Arg Thr Glu Leu Gly Leu Asp Leu Gly Leu Glu Pro Lys Arg Tyr Pro 
35 40 45 



Gly Trp Val lie Leu Val Gly Thr Gly Ala Leu Gly Leu Leu Leu Leu 
50 55 60 



Phe Leu Leu Gly Tyr Gly Trp Ala Ala Ala Cys Ala Gly Ala Arg Lys 
65 70 75 80 



Lys Arg Arg Ser Pro Pro Arg Lys Arg Glu Glu Ala Ala Ala Val Pro 
85 90 95 



Ala Ala Ala Pro Asp Asp Leu Ala Leu Leu Lys Asn Leu Arg Ser Glu 
100 105 110 



Glu Gin Lys Lys Lys Asn Arg Lys Lys Leu Ser Glu Lys Pro Lys Pro 
115 120 125 



Asn Gly Arg Thr Val Glu Val Ala Glu Gly Glu Ala Val Arg Thr Pro 
130 135 140 



Gin Ser Val Thr Ala Lys Gin Pro Pro Glu He Asp Lys Lys Asn Glu 
145 150 155 160 



Lys Ser Lys Lys Asn Lys Lys Lys Ser Lys Ser Asp Ala Lys Ala Val 
165 170 175 



Gin Asn Ser Ser Arg His Asp Gly Lys Glu Val Asp Glu Gly Ala Trp 
180 185 190 



Glu Thr Lys He Ser His Arg Glu Lys Arg Gin Gin Arg Lys Arg Asp 
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195 200 205 



Lys Val Leu Thr Asp Ser Gly Ser Leu Asp Ser Thr lie Pro Gly lie 
210 215 220 



Glu Asn Thr He Thr Val Thr Thr Glu Gin Leu Thr Thr Ala Ser Phe 
225 230 235 240 



Pro Val Gly Ser Lys Lys Asn Lys Gly Asp Ser His Leu Asn Val Gin 
245 250 255 



Val Ser Asn Phe Lys Ser Gly Lys Gly Asp Ser Thr Leu Gin Val Ser 
260 265 270 



Ser Gly Leu Asn Glu Asn Leu Thr Val Asn Gly Gly Gly Trp Asn Glu 
275 280 285 



Lys Ser Val Lys Leu Ser Ser Gin He Ser Ala Gly Glu Glu Lys Trp 
290 295 300 



Asn Ser Val Ser Pro Ala Ser Ala Gly Lys Arg Lys Thr Glu Pro Ser 
305 310 315 320 



Ala Trp Ser Gin Asp Thr Gly Asp Ala Asn Thr Asn Gly Lys Asp Trp 
325 330 335 



Gly Arg Ser Trp Ser Asp Arg Ser He Phe Ser Gly He Gly Ser Thr 
340 345 350 



Ala Glu Pro Val Ser Gin Ser Thr Thr Ser Asp Tyr Gin Trp Asp Val 
355 360 365 



Ser Arg Asn Gin Pro Tyr He Asp Asp Glu Trp Ser Gly Leu Asn Gly 
370 375 380 



Leu Ser Ser Ala Asp Pro Asn Ser Asp Trp Asn Ala Pro Ala Glu Glu 
385 390 395 400 



Trp Gly Asn Trp Val Asp Glu Glu Arg Ala Ser Leu Leu Lys Ser Gin 
405 410 415 



Glu Pro lie Pro Asp Asp Gin Lys Val Ser Asp Asp Asp Lys Glu Lys 
420 425 430 



Gly Glu Gly Ala Leu Pro Thr Gly Lys Ser Lys Lys Lys Lys Lys Lys 
435 440 445 
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Lys Lys Lys Gin Gly Glu Asp Aan Ser Thr Ala Gin Asp Thr Glu Glu 
450 455 460 



Leu Glu Lys Glu lie Arg Glu Asp Leu Pro Val Asn Thr Ser Lys Thr 
465 470 475 480 



Arg Pro Lys Gin Glu Lys Ala Phe Ser Leu Lys Thr He Ser Thr Ser 
485 490 495 



Asp Pro Ala Glu Val Leu Val Lys Asn Ser Gin Pro He Lys Thr Leu 
500 505 510 



Pro Pro Ala Thr Ser Thr Glu Pro Ser Val He Leu Ser Lys Ser Asp 
515 520 525 



Ser Asp Lys Ser Ser Ser Gin Val Pro Pro He Leu Gin Glu Thr Asp 
530 535 540 



Lys Ser Lys Ser Asn Thr Lys Gin Asn Ser Val Pro Pro Ser Gin Thr 
545 550 555 560 



Lys Ser Glu Thr Ser Trp Glu Ser Pro Lys Gin He Lys Lys Lys Lys 
565 570 575 



Lys Ala Arg Arg Glu Thr 
580 



<210> 133 

<211> 389 

<212> PRT 

<213> Homo sapien 

<400> 133 

Met Asp Ala Trp Ser Arg Pro Arg Tyr Ser Leu Glu Pro Val Ala Val 
15 10 15 



Glu Leu Lys Ser Leu Leu Gly Lys Ser Lys Cys Gin Ala Leu Val Leu 
20 25 30 



Val Asp Leu Trp Arg Gly Lys Leu Ser Ser Thr Leu Leu Leu Val Phe 
35 40 .45 



Asn Phe His Thr Ala Gin Val Ser Ser Ser Leu Pro Leu Leu Arg Asp 
50 55 60 



WO 2004/053075 



PCT/US2003/038739 



122 

Val Leu Phe Leu Lys Asp Cys Val Gly Pro Glu Val Glu Lys Ala Cys 
65 70 75 80 



Ala Asn Pro Ala Ala Gly Ser Val lie Leu Leu Glu Asn Leu Arg Phe 
85 90 95 



His Val Glu Glu Glu Gly Lys Gly Lys Asp Ala Ser Gly Asn Lys Val 
100 105 110 



Lys Ala Glu Pro Ala Lys lie Glu Ala Phe Arg Ala Ser Leu Ser Lys 
115 120 125 



Leu Gly Asp Val Tyr Val Asn Asp Ala Phe Gly Thr Ala His Arg Ala 
130 135 140 



His Ser Ser Met Val Gly Val Asn Leu Pro Gin Lys Ala Gly Gly Phe 
145 150 155 160 



Leu Met Lys Lys Glu Leu Asn Tyr Phe Ala Lys Ala Leu Glu Ser Pro 
165 170 175 



Glu Arg Pro Phe Leu Ala lie Leu Gly Gly Ala Lys Val Ala Asp Lys 
180 185 190 



lie Gin Leu lie Asn Asn Met Leu Asp Lys Val Asn Glu Met lie lie 
195 200 205 



Gly Gly Gly Met Ala Phe Thr Phe Leu Lys Val Leu Asn Asn Met Glu 
210 215 220 



lie Gly Thr Ser Leu Phe Asp Glu Glu Gly Ala Lys lie Val Lys Asp 
225 230 235 240 



Leu Met Ser Lys Ala Glu Lys Asn Gly Val Lys lie Thr Leu Pro Val 
245 250 255 



Asp Phe Val Thr Ala Asp Lys Phe Asp Glu Asn Ala Lys Thr Gly Gin 
260 265 270 



Ala Thr Val Ala Ser Gly lie Pro Ala Gly Trp Met Gly Leu Asp Cys 
275 280 285 



Gly Pro Glu Ser Ser Lys Lys Tyr Ala Glu Ala Val Thr Arg Ala Lys 
290 295 300 



Gin lie Val Trp Asn Gly Pro Val Gly Val Phe Glu Trp Glu Ala Phe 
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305 310 315 320 



Ala Arg Gly Thr Lys Ala Leu Met Asp Glu Val Val Lys Ala Thr Ser 
325 330 335 



Arg Gly Cys He Thr He He Gly Gly Gly Asp Thr Ala Thr Cys Cys 
340 345 350 



Ala Lys Trp Asn Thr Glu Asp Lys Val Ser His Val Ser Thr Gly Gly 
355 360 365 



Gly Ala Ser Leu Glu Leu Leu Glu Gly Lys Val Leu Pro Gly Val Asp 
370 375 380 



Ala Leu Ser Asn He 
385 



<210> 134 

<211> 121 

<212> PRT 

<213> Homo sapien 

<400> 134 

Met Ala Ser Ser Asp He Gin Val Lys Glu Leu Glu Lys Arg Ala Ser 
15 10 15 



Gly Gin Ala Phe Glu Leu He Leu Ser Pro Arg Ser Lys Glu Ser Val 
20 25 30 



Pro Glu Phe Pro Leu Ser Pro Pro Lys Lys Lys Asp Leu Ser Leu Glu 
35 40 45 



Glu He Gin Lys Lys Leu Glu Ala Ala Glu Glu Arg Arg Lys Ser His 
50 55 60 



Glu Ala Glu Val Leu Lys Gin Leu Ala Glu Lys Arg Glu His Glu Lys 
65 70 75 80 



Glu Val Leu Gin Lys Ala He Glu Glu Asn Asn Asn Phe Ser Lys Met 
85 90 95 



Ala Glu Glu Lys Leu Thr His Lys Met Glu Ala Lys Val_ Phe Tyr Ser 
" ' 100 105 110 



Phe Ser Lys Val Leu Val Phe Leu Met 
115 120 
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<210> 135 

<211> 121 

<212> PRT 

<213> Homo sapien 

<400> 135 

Met Val Ala Ser Ala Glu Met Phe Leu Gly Cys Glu Glu Leu Gly Val 
1 5 10 15 

Ser Leu Glu Gly Pro Gin Asp Gin Met Thr Cys Glu Glu Tyr Val Ala 
20 25 30 

Phe lie Leu Ala Ala Gly Glu Ala Gly Arg Gly Val Arg Glu Ala Asn 
35 40 45 

Gly Cys Phe Ala Glu Cys Phe Trp Gly Thr Asn Thr Ser Ser His Arg 
50 55 60 

Gly Cys Ser Leu Lys Lys Gly Gly Asp Arg Trp Gly Ala Phe Leu Thr 
65 70 . 75 80 

Tyr Ser Arg Asn Thr Cys Leu Phe Leu Lys Cys Phe His Leu Leu Lys 
85 90 95 

Lys Lys Lys Met Pro Pro Lys His Tyr Ala Gly His Glu Leu Leu Gin 
100 105 HO 



Asn Val Glu Val He Lys Cys Asn Cys 
115 120 



<210> 136 

<211> 232 

<212> PRT 

<213> Homo sapien 

<400> 136 

Met Ala Tyr His Ser Phe Leu Val Glu Pro He Ser Cys His Ala Trp 
15 10 15 

Asn Lys Asp Arg Thr Gin He Ala He Cys Pro Asn Asn His Glu Val 
20 25 30 

His" He Tyr Glu'Lys Ser Gly Aia Lys Trp Thr Lys Val His Glu Leu 
35 40 45 



Lys Glu His Asn Gly Gin Val Thr Gly He Asp Trp Ala Pro Glu Ser 
50 55 60 
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Asn Arg lie Val Thr Cys Gly Thr Asp Arg Asn Ala Tyr Val Trp Thr 
65 70 75 80 



Leu Lys Gly Arg Thr Trp Lys Pro Thr Leu Val lie Leu Arg He Asn 
85 90 95 



Arg Ala Ala Arg Cys Val Arg Trp Ala Pro Asn Glu Asn Lys Phe Ala 
100 105 110 



Val Gly Ser Gly Ser Arg Val He Ser He Cys Tyr Phe Glu Gin Glu 
115 120 125 



Asn Asp Trp Trp Val Cys Lys His He Lys Lys Pro He Arg Ser Thr 
130 135 140 



Val Leu Ser Leu Asp Trp His Pro Asn Asn Val Leu Leu Ala Ala Gly 
145 150 155 160 



Ser Cys Asp Phe Lys Cys Arg He Phe Ser Ala Tyr He Lys Glu Val 
165 ~ 170 175 



Glu Glu Arg Pro Ala Pro Thr Pro Trp Gly Ser Lys Met Pro Phe Gly 
180 185 190 



Glu Leu Met Phe Glu Ser Ser Ser Ser Cys Gly Trp Val His Gly Val 
195 200 205 



Cys Phe Ser Ala Ser Gly Ser Arg Val Ala Ser Ser Arg Leu Trp Pro 
210 215 220 



Leu Lys His Tyr His Cys Trp Arg 
225 230 



<210> 137 

<211> 582 

<212> PRT 

<213> Homo sapien 

<400> 137 

Met Phe Tyr Tyr Pro Asn Val Leu Gin Arg His Thr Gly Cys Phe Ala 
1 5 10 _ 15 



Thr He Trp Leu Ala Ala Thr Arg Gly Ser Arg Leu Val Lys Arg Glu 
20 25 30 
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Tyr Leu Arg Val Asn Val Val Lys Thr Cys Glu Glu lie Leu Asn Tyr 
35 40 45 



Val Leu Val Arg Val Gin Pro Pro Gin Pro Gly Leu Pro Arg Pro Arg 
50 55 60 



Phe Ser Leu Tyr Leu Ser Ala Gin Leu Gin lie Gly Val lie Arg Val 
65 70 75 80 



Tyr Ser Gin Gin Cys Gin Tyr Leu Val Glu Asp lie Gin His lie Leu 
85 90 95 



Glu Arg Leu His Arg Ala Gin Leu Gin lie Arg lie Asp Met Glu Thr 
100 105 110 



Glu Leu Pro Ser Leu Leu Leu Pro Asn His Leu Ala Met Met Glu Thr 
115 120 125 



Leu Glu Asp Ala Pro Asp Pro Phe Phe Gly Met Met Ser Val Asp Pro 
130 135 140 



Arg Leu Pro Ser Pro Phe Asp lie Pro Gin lie Arg His Leu Leu Glu 
145 150 155 160 



Ala Ala lie Pro Glu Arg Val Glu Glu lie Pro Pro Glu Val Pro Thr 
165 170 175 



Glu Pro Arg Glu Pro Glu Arg lie Pro Val Thr Val Leu Pro Pro Glu 
180 185 190 



Ala lie Thr lie Leu Glu Ala Glu Pro lie Arg Met Leu Glu lie Glu 
195 200 205 



Gly Glu Arg Glu Leu Pro Glu Val Ser Arg Arg Glu Leu Asp Leu Leu 
210 215 220 



lie Ala Glu Glu Glu Glu Ala lie Leu Leu Glu lie Pro Arg Leu Pro 
225 230 235 240 



Pro Pro Ala Pro Ala Glu Val Glu Gly lie Gly Glu Ala Leu Gly Pro 
245 250 255 



Glu Glu Leu Arg Leu Thr Gly Trp Glu Pro Gly Ala Leu Leu Met Glu 
260 265 270 



Val Thr Pro Pro Glu Glu Leu Arg Leu Pro Ala Pro Pro Ser Pro Glu 
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275 280 285 

Arg Arg Pro Pro Val Pro Pro Pro Pro Arg Arg Arg Arg Arg Arg Arg 
290 295 300 

Leu Leu Phe Trp Asp Lys Glu Thr Gin He Ser Pro Glu Lys Phe Gin 
305 310 315 320 

Glu Gin Leu Gin Thr Arg Ala His Cys Trp Glu Cys Pro Met Val Gin 
325 330 335 

Pro Pro Glu Arg Thr He Arg Gly Pro Ala Glu Leu Phe Arg Thr Pro 
340 345 350 

Thr Leu Cys Lys Asn Gly Gly Gly Trp Ala Arg Ser He Leu Lys Thr 
355 360 365 

Asn Ser Ser Phe Leu Val Leu Leu Thr Pro Gin Thr Leu Cys Leu Leu 
370 375 380 

Pro Ser Val Ser Thr Ala Gly Trp Leu Pro Pro Glu Leu Leu Gly Leu 
385 390 395 400 

Trp Thr His Cys Ala Gin Pro Pro Pro Lys Ala Leu Arg Arg Glu Leu 
405 410 415 

Pro Glu Glu Ala Ala Ala Glu Glu Glu Arg Arg Lys He Glu Val Pro 
420 425 430 

Ser Glu He Glu Val Pro Arg Glu Ala Leu Glu Pro Ser Val Pro Leu 
435 440 445 



Met Val Ser Leu Glu He Ser Leu Glu Ala Ala Glu Glu Glu Lys Ser 
450 455 460 

Arg He Ser Leu He Pro Pro Glu Glu Arg Trp Ala Trp Pro Glu Val 
465 470 475 480 

Glu Ala Pro Glu Ala Pro Ala Leu Pro Val Val Pro Glu Leu Pro Glu 
485 490 495 



Val Pro Met Glu" Met Pro Leu Val Leu Pro Pro Glu Leu Glu Leu Leu 
500 505 510 



Ser Leu Glu Ala Val His Arg Ala Val Ala Leu Glu Leu Gin Ala Asn 
515 520 525 
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Arg Glu Pro Asp Phe Ser Ser Leu Val Ser Pro Leu Ser Pro Arg Arg 
530 535 540 

Met Ala Ala Arg Val Phe Tyr Leu Leu Leu Val Leu Ser Ala Gin Gin 
545 550 555 560 

lie Leu His Val Lys Gin Glu Lys Pro Tyr Gly Arg Leu Leu lie Gin 
565 570 575 



Pro Gly Pro Arg Phe His 
580 



<210> 138 

<211> 456 

<212> PRT 

<213> Homo sapien 

<400> 138 

Lys Thr Arg Gly Thr Met Phe Tyr Tyr Pro Asn Val Leu Gin Arg His 
1 5 10 15 

Thr Gly Cys Phe Ala Thr lie Trp Leu Ala Ala Thr Arg Gly Ser Arg 
20 25 30 

Leu Val Lys Arg Glu Tyr Leu Arg Val Asn Val Val Lys Thr Cys Glu 
35 40 45 

Glu lie Leu Asn Tyr Val Leu Val Arg Val Gin Pro Pro Gin Pro Gly 
50 55 60 

Leu Pro Arg Pro Arg Phe Ser Leu Tyr Leu Ser Ala Gin Leu Gin lie 
65 70 75 80 

Gly Val lie Arg Val Tyr Ser Gin Gin Cys Gin Tyr Leu Val Glu Asp 
85 * 90 95 

lie Gin His lie Leu Glu Arg Leu His Arg Ala Gin Leu Gin He Arg 
100 105 HO 

lie Asp Met Glu Thr Glu Leu Pro Ser Leu Leu Leu Pro Asn His Leu 

115 1?0 ... 125 

Ala Met Met Glu Thr Leu Glu Asp Ala Pro Asp Pro Phe Phe Gly Met 
130 135 140 
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Met Ser Val Asp Pro Arg Leu Pro Ser Pro Phe Asp lie Pro Gin lie 
145 150 155 160 



Arg His Leu Leu Glu Ala Ala lie Pro Glu Arg Val Glu Glu lie Pro 
165 170 " 175 



Pro Glu Val Pro Thr Glu Pro Arg Glu Pro Glu Arg lie Pro Val Thr 
180 185 190 



Val Leu Pro Pro Glu Ala lie Thr He Leu Glu Ala Glu Pro He Arg 
195 200 205 



Met Leu Glu lie Glu Gly Glu Arg Glu Leu Pro Glu Val Ser Arg Arg 
210 215 220 



Glu Leu Asp Leu Leu He Ala Glu Glu Glu Glu Ala He Leu Leu Glu 
225 230 235 240 



He Pro Arg Leu Pro Pro Pro Ala Pro Ala Glu Val Glu Gly He Gly 
245 250 255 



Glu Ala Leu Gly Pro Glu Glu Leu Arg Leu Thr Gly Trp Glu Pro Gly 
260 265 270 



Ala Leu Leu Met Glu Val Thr Pro Pro Glu Glu Leu Arg Leu Pro Ala 
275 280 285 



Pro Pro Ser Pro Glu Arg Arg Pro Pro Val Pro Pro Pro Pro Arg Arg 
290 295 300 



Arg Arg Arg Arg Arg Leu Leu Phe Trp Asp Lys Glu Thr Gin He Ser 
305 310 315 320 



Pro Glu Lys Phe Gin Glu Gin Leu Gin Thr Arg Ala His Cys Trp Glu 
325 330 * 335 



Cys Pro Met Val Gin Pro Pro Glu Arg Thr He Arg Gly Pro Ala Glu 
340 345 350 



Leu Phe Arg Thr Pro Thr Leu Cys Lys Asn Gly Gly Gly Trp Ala Arg 
355 360 365 



Ser He Leu Lys Thr Asn Ser Ser Phe Leu Val Leu Leu Thr Pro Gin 
370 375 380 



Thr Leu Cys Leu Leu Pro Ser Cys Pro Gin Leu Ala Gly Tyr Pro Leu 
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385 390 395 400 



Asn Tyr Trp Val Ser Gly Pro lie Val Pro Ser His Pro Gin Lys Pro 
405 410 415 



Ser Gly Glu Ser Cys Leu Arg Arg Gin Pro Leu Arg Arg Lys Gly Glu 
420 425 430 



Arg Leu Lys Phe Gin Val Arg Leu Arg Ser Arg Gly Arg Pro Trp Ser 
435 440 445 



Pro Val Phe Pro Leu Trp Cys Leu 
450 455 



<210> 139 

<211> 357 

<212> PRT 

<213> Homo sapien 

<400> 139 

Met Lys Ser Ser Arg Gly Val Gly lie Cys Val Ala Ser Ser Asp Leu 



15 10 15 

Leu Ser Ser Asp Lys Ala Lys Arg Tyr Lys Lys Asn Leu Lys Ala Leu 
20 25 30 

Tyr Val Val His Pro Thr Ser Phe lie Lys Val Leu Trp Asn He Leu 
35 40 45 

Lys Pro Leu He Ser His Lys Phe Gly Lys Lys Val He Tyr Phe Asn 
50 55 60 

Tyr Leu Ser Glu Leu His Glu His Leu Lys Tyr Asp Gin Leu Val He 
65 70 75 80 

Pro Pro Glu Val Leu Arg Tyr Asp Glu Lys Leu Gin Ser Leu His Glu 
85 90 95 

Gly Arg Thr Pro Pro Pro Thr Lys Thr Pro Pro Pro Arg Pro Pro Leu 
100 105 110 

Pro Thr Gin Gin Phe Gly Val Ser Leu Gin Tyr Leu Lys Asp Lys Asn 
115 120*. 125 

Gin Gly Glu Leu He Pro Pro Val Leu Arg Phe Thr Val Thr Tyr Leu 
130 135 140 
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Arg Glu Lys Gly Leu Arg Thr Glu Gly Leu Phe Arg Arg Ser Ala Ser 
145 150 155 "* 160 

Val Gin Thr Val Arg Glu lie Gin Arg Leu Tyr Asn Gin Gly Lys Pro 
165 170 175 

Val Asn Phe Asp Asp Tyr Gly Asp lie His lie Pro Ala Val lie Leu 
180 185 190 

Lys Thr Phe Leu Arg Glu Leu Pro Gin Pro Leu Leu Thr Phe Gin Ala 
195 200 205 

Tyr Glu Gin lie Leu Gly lie Thr Cys Val Glu Ser Ser Leu Arg Val 
210 215 220 

Thr Gly Cys Arg Gin lie Leu Arg Ser Leu Pro Glu His Asn Tyr Val 
225 230 235 240 

Val Leu Arg Tyr Leu Met Gly Phe Leu His Ala Val Ser Arg Glu Ser 
245 250 255 

lie Phe Asn Lys Met Asn Ser Ser Asn Leu Ala Cys Val Phe Gly Leu 
260 265 ~ 270 

Asn Leu lie Trp Pro Ser Gin Gly Val Ser Ser Leu Ser Ala Leu Val 
275 280 285 

Pro Leu Asn Met Phe Thr Glu Leu Leu lie Glu Tyr Tyr Glu Lys lie 
290 295 300 

Phe Ser Thr Pro Glu Ala Pro Gly Glu His Gly Leu Ala Pro Trp Glu 
305 310 315 * 320 

Gin Gly Ser Arg Ala Ala Pro Leu Gin Glu Ala Val Pro Arg Thr Gin 
325 330 335 

Ala Thr Gly Leu Thr Lys Pro Thr Leu Pro Pro Ser Pro Leu Met Ala 
340 345 350 

Ala Arg Arg Arg Leu 
355 

<210> 140 

<211> 337 

<212> PRT 

<213> Homo sapien 
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<400> 140 



Gin Ser Gin Arg Tyr Lys Lys Asn Leu Lys Ala Leu Tyr Val Val His 
1 5 10 15 



Pro Thr Ser Phe lie Lys Val Leu Trp Asn lie Leu Lys Pro Leu lie 
20 25 30 



Ser His Lys Phe Gly Lys Lys Val lie Tyr Phe Asn Tyr Leu Ser Glu 
35 40 45 



Leu His Glu His Leu Lys Tyr Asp Gin Leu Val He Pro Pro Glu Val 
50 55 60 



Leu Arg Tyr Asp Glu Lys Leu Gin Ser Leu His Glu Gly Arg Thr Pro 
65 70 75 80 



Pro Pro' Thr Lys Thr Pro Pro Pro Arg Pro Pro Leu Pro Thr Gin Gin 
85 90 95 



Phe Gly Val Ser Leu Gin Tyr Leu Lys Asp Lys Asn Gin Gly Glu Leu 
100 105 110 



He Pro Pro Val Leu Arg Phe Thr Val Thr Tyr Leu Arg Glu Lys Gly 
115 120 125 



Leu Arg Thr Glu Gly Leu Phe Arg Arg Ser Ala Ser Val Gin Thr Val 
130 135 140 



Arg Glu lie Gin Arg Leu Tyr Asn Gin Gly Lys Pro Val Asn Phe Asp 
145 150 155 160 



Asp Tyr Gly Asp He His He Pro Ala Val He Leu Lys Thr Phe Leu 
165 170 175 



Arg Glu Leu Pro Gin Pro Leu Leu Thr Phe Gin Ala Tyr Glu Gin He 
180 185 190 



Leu Gly He Thr Cys Val Glu Ser Ser Leu Arg Val Thr Gly Cys Arg 
195 200 205 



Gin He Leu Arg Ser Leu "Pro Glu Ms Asn "Tyr Val Val Leu Arg Tyr 
210 215 220 



Leu Met Gly Phe Leu His Ala Val Ser Arg Glu Ser He Phe Asn Lys 
225 230 235 240 
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Met Asn Ser Ser Asn Leu Ala Cys Val Phe Gly Leu Asn Leu lie Trp 
245 250 255 



Pro Ser Gin Gly Val Ser Ser Leu Ser Ala Leu Val Pro Leu Asn Met 
260 265 270 



Phe Thr Glu Leu Leu lie Glu Tyr Tyr Glu Lys He Phe Ser Thr Pro 
275 280 285 



Glu Ala Pro Gly Glu His Gly Leu Ala Pro Trp Glu Gin Gly Ser Arg 
290 295 300 



Ala Ala Pro Leu Gin Glu Ala Val Pro Arg Thr Gin Ala Thr Gly Leu 
305 310 315 320 



Thr Lys Pro Thr Leu Pro Pro Ser Pro Leu Met Ala Ala Arg Arg Arg 
325 330 335 



Leu 



<210> 141 

<211> 237 

<212> PRT 

<213> Homo sapien 

<400> 141 

Met Gly Arg Gly Val Ser Tyr Asn Val Leu Glu Ala Leu Trp Ala Gly 
1 ~ 5 10 15 



Thr Cys Glu Met Pro Gly Ser Ser Ser Pro Ala Gly Leu Arg Thr Glu 
20 25 3 0 



Gly Leu Phe Arg Arg Ser Ala Ser Val Gin Thr Val Arg Glu He Gin 
35 40 45 



Arg Leu Tyr Asn Gin Gly Lys Pro Val Asn Phe Asp Asp Tyr Gly Asp 
50 * 55 60 



He His He Pro Ala Val He Leu Lys Thr Phe Leu Arg Glu Leu Pro 

65 70 75 ... ... 80 . 



Gin Pro Leu Leu Thr Phe Gin Ala Tyr Glu Gin He Leu Gly He Thr 
85 90 95 
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Cys Val Glu Ser Ser Leu Arg Val Thr Gly Cys Arg Gin lie Leu Arg 
100 105 HO 

Ser Leu Pro Glu His Asn Tyr Val' Val Leu Arg Tyr Leu Met Gly Phe 
115 120 125 

Leu His Ala Val Ser Arg Glu Ser lie Phe Asn Lys Met Asn Ser Ser 
130 135 140 

Asn Leu Ala Cys Val Phe Gly Leu Asn Leu lie Trp Pro Ser Gin Gly 
145 150 " 155 160 

Val Ser Ser Leu Ser Ala Leu Val Pro Leu Asn Met Phe Thr Glu Leu 
165 170 175 

Leu He Glu Tyr Tyr Glu Lys He Phe Ser Thr Pro Glu Ala Pro Gly 
180 185 190 

Glu His Gly Leu Ala Pro Trp Glu Gin Gly Ser Arg Ala Ala Pro Leu 
195 200 205 

Gin Glu Ala Val Pro Arg Thr Gin Ala Thr Gly Leu Thr Lys Pro Thr 
210 215 220 

Leu Pro Pro Ser Pro Leu Met Ala Ala Arg Arg Arg Leu 
225 230 235 



<210> 142 

<211> 248 

<212> PRT 

<213> Homo sapien 

<400> 142 

Met Cys Gly Gly Gin Pro Gin Val Gly Asp Ala Met Gly Arg Gly Val 
1 5 10 15 

Ser Tyr Asn Val Leu Glu Ala Leu Trp Ala Gly Thr Cys Glu Met Pro 
20 25 30 

Gly Ser Ser Ser Pro Ala Gly Leu Arg Thr Glu Gly Leu Phe Arg Arg 
35 40 45 

Ser Ala Ser'Vai Gin Thr Val Arg Glu He Gin Arg Leu Tyr Asn Gin 
50 55 60 

Gly Lys Pro Val Asn Phe Asp Asp Tyr Gly Asp He His He Pro Ala 
65 70 75 80 
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Val lie Leu Lys Thr Phe Leu Arg Glu Leu Pro Gin Pro Leu Leu Thr 
85 90 95 

Phe Gin Ala Tyr Glu Gin He Leu Gly He Thr Cys Val Glu Ser Ser 
100 105 HO 

Leu Arg Val Thr Gly Cys Arg Gin He Leu Arg Ser Leu Pro Glu His 
115 120 125 

Asn Tyr Val Val Leu Arg Tyr Leu Met Gly Phe Leu His Ala Val Ser 
130 135 140 

Arg Glu Ser He Phe Asn Lys Met Asn Ser Ser Asn Leu Ala Cys Val 
145 150 155 160 

Phe Gly Leu Asn Leu He Trp Pro Ser Gin Gly Val Ser Ser Leu Ser 
165 170 175 

Ala Leu Val Pro Leu Asn Met Phe Thr Glu Leu Leu He Glu Tyr Tyr 
180 185 190 

Glu Lys He Phe Ser Thr Pro Glu Ala Pro Gly Glu His Gly Leu Ala 
195 200 205 

Pro Trp Glu Gin Gly Ser Arg Ala Ala Pro Leu Gin Glu Ala Val Pro 
210 215 220 

Arg Thr Gin Ala Thr Gly Leu Thr Lys Pro Thr Leu Pro Pro Ser Pro 
225 230 235 240 



Leu Met Ala Ala Arg Arg Arg Leu 
245 



<210> 143 

<211> 113 

<212> PRT 

<213> Homo sapien 

<400> 143 

Met Gly Phe Phe Ser Arg Arg Thr Phe Cys Gly Arg Ser Gly Arg Ser 
1 5 10 15 

Cys Arg Gly Gin Leu Val Gin Val Ser Arg Pro Glu Val Ser Ala Gly 
20 25 30 
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Ser Leu Leu Leu Pro Ala Pro Gin Ala Glu Asp His Ser Ser Arg lie 
35 40 45 



Leu Tyr Pro Arg Pro Lys Ser Leu Leu Pro Lys Met Met Asn Ala Asp 
50 55 60 



Met Asp Asp Leu Ser Ala Arg Val Asp Ala Val Lys Glu Glu Asn Leu 
65 70 75 80 



Lys Leu Lys Ser Glu Asn Gin Val Leu Gly Gin Tyr lie Glu Asn Leu 
85 90 95 



Met Ser Ala Ser Ser Val Phe Gin Thr Thr Asp Thr Lys Ser Lys Arg 
100 105 110 



Lys 



<210> 144 

<211> 81 

<212> PRT 

<213> Homo sapien 

<400> 144 

Met Ala Pro Trp Ser Gly Lys Ala Arg Pro Thr Leu Phe Ser Pro Arg 
15 10 15 



Ala Leu Cys Thr Arg Val Cys Cys Arg Cys Val Arg Gin Gly Gly Glu 
20 25 30 



Asn Pro Gly Ala Arg Ala Ala Ser His Leu Leu Leu Gin Gly Leu Cys 
35 40 45 



Gly Cys Val He Ser Trp Val Lys He Met Val Pro Gly Arg Glu Leu 
50 55 60 



Asp Pro Ala Phe Pro Glu Asn Phe Trp Lys Asn Leu Lys Lys Glu Asn 
65 70 75 80 



He 



"<210> 145. 

<211> 126 

<212> PRT 

<213> Homo sapien 



<400> 



145 
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Phe Gly Thr Arg Gly Arg Arg Gly Ser Ser Phe Thr Ser Ala Gly Arg 
15 10 15 



Leu Glu Lys Pro Arg Asn Ser Ser Phe Phe Leu Pro Pro Pro Ser Leu 
20 25 30 



Arg Val Ser Val Leu Arg Arg Ala Leu Gly Ala Asn Arg Gly Ala Arg 
35 40 45 



Arg Gly Asp Arg Pro Pro Ser Leu Gly Gly Ala Arg Gly Leu Ala Ala 
50 55 60 



Thr Ala Gly Ala Ser Ala Pro Ala Arg Trp Val He Phe Ser Arg Val 
65 70 75 80 



Ala Arg Ala Gly Leu Arg Val Ser Leu Arg Arg Tyr Thr Arg Ala Glu 
85 90 95 



Tyr Glu Ser Glu Ala Glu Gly Val Met Gly Glu Ser Arg Val Ala Pro 
100 105 110 



Arg Pro Ala Gly Pro Gly Leu Ser Glu Ala Tyr Gly Asp Pro 

120 125 





115 


<210> 


146 


<211> 


126 


<212> 


PRT 


<213> 


Homo sapien 


<400> 


146 


Met Tyr Ser Thr Val 


1 


5 



10 15 



Phe Cys Phe Lys Thr Phe Leu Phe Leu Gin Ala Gly Gin Ala Phe Arg 
20 25 30 



Lys Phe Leu Pro Leu Phe Asp Arg Val Leu Val Glu Arg Ser Ala Ala 
35 40 45 



Glu Thr Val Thr Lys Gly Gly He Met Leu Pro Glu Lys Ser Gin Gly 
50 55 60 



Lys Val Leu Gin Ala Thr Val Val Ala Val Gly Ser Gly Ser Lys Gly 
65 70 75 80 



Lys Gly Gly Glu He Gin Pro Val Ser Val Lys Val Gly Asp Lys Val 
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85 90 95 



Leu Leu Pro Glu Tyr Gly Gly Thr Lys Val Val Leu Asp Asp Lys Val 
100 105 110 



Cys Lys Leu Asn Asn Ser Lys Lys Lys Ser Asp lie Cys Asn 
115 120 125 



<210> 147 

<211> 162 

<212> PRT 

<213> Homo sapien 

<400> 147 

Met Leu Tyr Met Ala Cys Val Ser Leu Leu Phe Ser Arg Arg His His 
15 10 15 



His Ser Cys Pro Leu Leu Glu Gly Ser lie Ser Cys Trp Ser Gly Leu 
20 25 30 



His Lys Leu Ser Val Leu Ser Leu Val Leu Ala lie Pro Leu Pro Gly 
35 40 45 



Gin Cys Asp Leu Arg Arg Val Glu Ala Gin Gly Pro Ala Pro Gin Gly 
50 55 60 



Gly Leu Met Val Arg Asp Gly Val Val Gly His Val Cys Leu Trp Gly 
65 70 75 80 



Val Arg Ala Leu Gin Arg Leu Leu Pro Val Leu Gin Val Ser Ala Glu 
85 90 95 



Pro Leu His Ala Arg Ala Leu Gin Val Gly Ser Asp Leu Leu Arg His 
100 105 110 



Thr Gly Arg Leu Pro Leu Ala Leu Gly Asp Leu Ser Arg Gly Val Arg 
115 120 125 



Arg Gly Pro Gly Ala Gin Val Leu Val Gin Gly Asp Val lie Leu Ala 
130 135 140 



Val Val Gly Val Leu Val. Met Pro Ala Glu . Glu Ala Pro Val Arg Pro 
145" 150 155 - 160 



His Val 
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<210> 148 
<211> 201 
<212> PRT 
<213> Homo sapien 

<400> 148 

Arg Asp Pro Leu Arg Leu His Pro Leu Asp Ser Gin Ala Ser Asn Asn 
15 10 15 

Ala His Asp Gly Asp Gly Gly Leu Gly Arg Trp Leu Pro Ser Gin Gly 
20 ~ 25 30 



Glu Gly Leu Arg Gin Pro Leu Met Leu Tyr Met Ala Cys Val Ser Leu 
35 40 45 



Leu Phe Ser Arg Arg His His His Ser Cys Pro Leu Leu Glu Gly Ser 
50 55 60 

lie Ser Cys Trp Ser Gly Leu His Lys Leu Ser Val Leu Ser Leu Val 
65 70 75 80 



Leu Ala He Pro Leu Pro Gly Gin Cys Asp Leu Arg Arg Val Glu Ala 
85 90 95 



Gin Gly Pro Ala Pro Gin Gly Gly Leu Met Val Arg Asp Gly Val Val 
100 105 HO 



Gly His Val Cys Leu Trp Gly Val Arg Ala Leu Gin Arg Leu Leu Pro 
115 120 125 



Val Leu Gin Val Ser Ala Glu Pro Leu His Ala Arg Ala Leu Gin Val 
130 135 140 



Gly Ser His Leu Leu Arg His Thr Gly Arg Leu Pro Leu Ala Leu Gly 
145 150 155 160 

Asp Leu Ser Arg Gly Val Arg Arg Gly Pro Gly Ala Gin Val Leu Val 
165 170 175 



Gin Gly Asp Val He Leu Ala Val Val Gly Val Leu Val Met Pro Ala 
180 185 190 



Glu Glu Ala Pro Val Arg Pro His Val 
195 200 



<210> 149 
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<211> 168 
<212> PRT 
<213> Homo sapien 

<400> 149 

Met Arg Ser Gin Tyr Glu Val Met Ala Glu Gin Asn Arg Lys Asp Ala 
15 io 15 

Glu Ala Trp Phe Thr Ser Arg Thr Glu Glu Leu Asn Arg Glu Val Ala 
20 25 30 

Gly His Thr Glu Gin Leu Gin Met Ser Arg Ser Glu Val Thr Asp Leu 
35 40 45 

Arg Arg Thr Leu Gin Gly Leu Glu lie Glu Leu Gin Ser Gin Leu Ser 
50 55 60 

Met Lys Ala Ala Leu Glu Asp Thr Leu Ala Glu Thr Glu Ala Arg Phe 
65 70 75 80 

Gly Ala Gin Leu Ala His lie Gin Ala Leu lie Ser Gly He Glu Ala 
85 90 95 

Gin Leu Gly Ab P Val Arg Ala Asp Ser Glu Arg Gin Asn Gin Glu Tyr 
100 105 HO 

His Thr Ser Gly Ser Trp Thr Ser Ser Arg Gly Trp Ser Arg Arg Leu 
115 120 125 

Pro Pro Thr Ala Ala Cys Ser Arg Asp Arg Lys He Thr Thr Thr He 
130 135 140 

Cys Leu Pro Pro Arg Ser Ser Glu Ala Ala Gly Ser Gly Ala Ser Ala 
145 150 155 160 

Val Leu Trp Arg Val Ser Ser Gly 
165 



<210> 150 

<211> 194 

<212> PRT 

<213> Homo sapien 

<400> 150 

His Ala Arg Ala Ala Leu Cys Asp Gly Cys Val Val Ala Ala Glu He 
15 10 15 
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Ser Thr Leu Arg Gly Gin Val Gly Gly Gin Val Ser Val Glu Val Asp 
20 " 25 30 



Ser Ala Pro Gly Thr Asp Leu Ala Lys lie Leu Ser Asp Met Arg Ser 
35 40 45 



Gin Tyr Glu Val Met Ala Glu Gin Asn Arg Lys Asp Ala Glu Ala Trp 
50 55 60 



Phe Thr Ser Arg Thr Glu Glu Leu Asn Arg Glu Val Ala Gly His Thr 
65 70 75 80 



Glu Gin Leu Gin Met Ser Arg Ser Glu Val Thr Asp Leu Arg Arg Thr 
85 90 95 



Leu Gin Gly Leu Glu lie Glu Leu Gin Ser Gin Leu Ser Met Lys Ala 
100 105 110 



Ala Leu Glu Asp Thr Leu Ala Glu Thr Glu Ala Arg Phe Gly Ala Gin 
115 120 125 



Leu Ala His lie Gin Ala Leu He Ser Gly He Glu Ala Gin Leu Gly 
130 135 140 



Asp Val Arg Ala Asp Ser Glu Arg Gin Asn Gin Glu Tyr Gin Arg Leu 
145 150 155 160 



Met Asp He Lys Ser Arg Leu Glu Gin Glu He Ala Thr Tyr Arg Ser 
165 170 175 



Leu Leu Glu Gly Gin Glu Asp His Tyr Asn Asn Leu Ser Ala Ser Lys 
180 185 190 



Val Leu 



<210> 151 

<211> 265 

<212> PRT 

<213> Homo sapien 

<400> 151 

-Met- Thr Ser- Tyr- Ser Tyr Arg Glh 'Ser Ser Ala Thr Ser Ser Phe Gly 
15 10 15 



Gly Leu Gly Gly Gly Ser Val Arg Phe Gly Pro Gly Val Ala Phe Arg 
20 25 30 
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Ala Pro Ser He His Gly Gly Ser Gly Gly Arg Gly Val Ser Val Ser 
35 40 45 

Ser Ala Arg Phe Val Ser Ser Ser Ser Ser Gly Gly Tyr Gly Gly Gly 
50 " 55 60 

Tyr Gly Gly Val Leu Thr Ala Ser Asp Gly Leu Leu Ala Gly Asn Glu 
65 ~ 70 75 80 

Lys Leu Thr Met Gin Asn Leu Asn Asp Arg Leu Ala Ser Tyr Leu Asp 
85 90 95 



Lys Val Arg Ala Leu Glu Ala Ala Asn Gly Glu Leu Glu Val Lys He 
100 105 HO 



Arg Asp Trp Tyr Gin Lys Gin Gly Pro Gly Pro Ser Arg Asp Tyr Ser 
115 120 125 

His Tyr Tyr Thr Thr He Gin Asp Leu Arg Asp Lys He Leu Gly Ala 

130 135 140 



Thr He Glu Asn Ser Arg He Val Leu Gin He Asp Asn Ala Arg Leu 
145 150 155 160 

Ala Ala Asp Asp Phe Arg Thr Lys Phe Glu Thr Glu Gin Ala Leu Arg 
165 170 175 



Met Ser Val Glu Ala Asp He Asn Gly Leu Arg Arg Val Leu Asp Glu 
180 185 190 



Leu Thr Leu Ala Arg Thr Asp Leu Glu Met Gin He Glu Gly Leu Lys 
195 200 205 



Glu Glu Leu Ala Tyr Leu Lys Lys Asn His Glu Glu Glu He Ser Thr 
210 215 220 

Leu Arg Trp Gly Pro Gin Arg Val Gly Gly Asn Gly Gly Pro Arg Val 
225 230 235 240 



Pro Arg Cys Trp Thr Val Asp Pro Leu Gly His Asp Leu Ala Asp Leu 

245 250 ' 255 



Ser Asp Met Arg Ala Tyr Glu Ser Cys 
260 265 
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<210> 152 

<211> 69 

<212> PRT 

<213> Homo sapien 

<400> 152 

Cys Arg Ala Ala Gin Cys Asp Gly Ser Ala Ala Arg Ala Gly Thr Ser 
1 5 10 15 

Gly Ser Trp Thr Ser Ser Arg Gly Trp Ser Arg Arg Leu Pro Pro Thr 
20 25 3 0 

Ala Ala Cys Ser Arg Asp Arg Lys He Thr Thr Thr He Cys Leu Pro 
35 40 45 

Pro Arg Ser Ser Glu Ala Ala Gly Ser Gly Ala Ser Ala Val Leu Trp 
50 55 60 



Arg Val Ser Ser Gly 
65 



<210> 153 

<211> 79 

<212> PRT 

<213> Homo sapien 

<400> 153 

Trp He Gly Arg Pro Gly Arg Ala Ala His Gly His Gin Val Ala Ala 
15 10 15 

Gly Ala Gly Asp Cys His Leu Pro Gin Pro Ala Arg Gly Thr Gly Arg 
20 25 30 

Ser Leu Gin Gin Phe Val Cys Leu Gin Gly Pro Leu Arg Gin Gin Ala 
35 40 45 

Leu Gly Leu Leu Leu Ser Phe Gly Gly Cys Leu Leu Gly Arg Gly Met 
50 55 60 

Gly Arg Lys Gly Pro Leu Pro Pro Ala Leu Leu Leu Thr Cys Gin 
65 70 75 



<210> 154 

<211> 56 

<212> PRT 

<213> Homo sapien 



<400> 154 
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Arg Pro Pro Thr Thr Thr Thr Ala Arg lie Gin Ala Ser Asn Asp Val 
15 10 15 



Arg Gly Tyr Gin Arg Leu Met Asp lie Lys Ser Arg Leu Glu Gin Glu 
20 25 30 



lie Ala Thr Tyr Arg Ser Leu Leu Glu Gly Gin Glu Asp His Tyr Asn 
35 40 45 



Asn Leu Ser Ala Ser Lys Val Leu 
50 55 



<210> 155 

<211> 90 

<212> PRT 

<213> Homo sapien 

<400> 155 

Arg Pro Pro Thr Thr Thr Thr Ala Arg lie Gin Ala Ser Asn Asp Val 
15 10 15 



Arg Gly Ala Ala His Gly His Gin Val Ala Ala Gly Ala Gly Asp Cys 
20 25 30 



His Leu Pro Gin Pro Ala Arg Gly Thr Gly Arg Ser Leu Gin Gin Phe 
35 40 45 



Val Cys Leu Gin Gly Pro Leu Arg Gin Gin Ala Leu Gly Leu Leu Leu 
50 " 55 60 



Ser Phe Gly Gly Cys Leu Leu Gly Arg Gly Met Gly Arg Lys Gly Pro 
65 70 75 80 



Leu Pro Pro Ala Leu Leu Leu Thr Cys Gin 
85 90 



<210> 156 

<211> 315 

<212> PRT 

<213> Homo sapien 

<400> 156 

Met Thr' Ser Tyr Ser Tyr Arg Gin Ser Ser Ala Thr Ser Ser Phe Gly 
1*5 10 15 



Gly Leu Gly Gly Gly Ser Val Arg Phe Gly Pro Gly Val Ala Phe Arg 
20 25 30 
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Ala Pro Ser He His Gly Gly Ser Gly Gly Arg Gly Val Ser Val Ser 
35 40 45 

Ser Ala Arg Phe Val Ser Ser Ser Ser Ser Gly Gly Tyr Gly Gly Gly 
50 55 60 

Tyr Gly Gly Val Leu Thr Ala Ser Asp Gly Leu Leu Ala Gly Asn Glu 
65 70 75 80 

Lys Leu Thr Met Gin Asn Leu Asn Asp Arg Leu Ala Ser Tyr Leu Asp 
85 90 95 

Lys Val Arg Ala Leu Glu Ala Ala Asn Gly Glu Leu Glu Val Lys He 
100 105 HO 

Arg Asp Trp Tyr Gin Lys Gin Gly Pro Gly Pro Ser Arg Asp Tyr Ser 
115 * 120 125 

His Tyr Tyr Thr Thr He Gin Asp Leu Arg Asp Lys He Leu Gly Ala 
130 135 140 

Thr He Glu Asn Ser Arg He Val Leu Gin He Asp Asn Ala Arg Leu 
145 150 155 160 

Ala Ala Asp Asp Phe Arg Thr Lys Phe Glu Thr Glu Gin Ala Leu Arg 
165 170 175 

Met Ser Val Glu Ala Asp He Asn Gly Leu Arg Arg Val Leu Asp Glu 
180 185 190 

Leu Thr Leu Ala Arg Thr Asp Leu Glu Met Gin He Glu Gly Leu Lys 
195 200 205 

Glu Glu Leu Ala Tyr Leu Lys Lys Asn His Glu Glu Glu He Ser Thr 
210 215 220 

Leu Arg Gly Gin Val Gly Gly Gin Val Ser Val Glu Val Asp Ser Ala 
225 ^ * 230 235 240 

Pro Gly Thr Asp Leu Ala Lys He Leu Ser Asp. Met Arg Ser Gin Tyr 
245. ~" . . 250 255 



Glu Val Met Ala Glu Gin Asn Arg Lys Asp Ala Glu Ala Trp Phe Thr 
260 265 270 
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Ser Arg Leu Lys lie Val Pro Gly Ala Leu Ala His Glu Glu Pro Lys 
275 280 285 

Asn Gly Arg Tyr Ala Gin Gly Pro Gin Val Lys Arg Gly Thr Glu Ser 
290 295 300 



Cys Asn Thr Lys Gly Gly Cys Gin His Thr Pro 
305 310 315 



<210> 157 

<211> 338 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MISC_FEATURE 

<222> (8).. (8) 

<223> X=any amino acid 



<220> 

<221> MISC_FEATURE 

<222> (304) . . (305) 

<223> X=any amino acid 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (308) . . (309) 

<223> X=any amino acid 



<220> 

<2 2 1 > MI S COFEATURE 

<222> (312) . . (313) 

<223> X=any amino acid 



<220> 

< 2 2 1 > MI SC_ FEATURE 

<222> (315) . . (317) 

<223> X=any amino acid 



<400> 157 

Val Glu Ala Gly Val Asn Arg Xaa Arg Ala Ala Ser Glu Thr Arg Val 
15 10 15 

Ala Pro Ser Val Leu Arg Leu Ala Met Thr Ser Tyr Ser Tyr Arg Gin. 

20 ------ ■-- 25 -- 30 ■ 



Ser Ser Ala Thr Ser Ser Phe Gly Gly Leu Gly Gly Gly Ser Val Arg 
35 40 45 
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Phe Gly Pro Gly Val Ala Phe Arg Ala Pro Ser lie His Gly Gly Ser 
50 55 60 



Gly Gly Arg Gly Val Ser Val Ser Ser Ala Arg Phe Val Ser Ser Ser 
65 70 75 80 



Ser Ser Gly Gly Tyr Gly Gly Gly Tyr Gly Gly Val Leu Thr Ala Ser 
85 90 95 



Asp Gly Leu Leu Ala Gly Asn Glu Lys Leu Thr Met Gin Asn Leu Asn 
100 105 110 



Asp Arg Leu Ala Ser Tyr Leu Asp Lys Val Arg Ala Leu Glu Ala Ala 
115 120 125 



Asn Gly Glu Leu Glu Val Lys He Arg Asp Trp Tyr Gin Lys Gin Gly 
130 135 140 



Pro Gly Pro Ser Arg Asp Tyr Ser His Tyr Tyr Thr Thr He Gin Asp 
145 150 155 160 



Leu Arg Asp Lys He Leu Gly Ala Thr He Glu Asn Ser Arg % lie Val 
165 170 175 



Leu Gin He Asp Asn Ala Arg Leu Ala Ala Asp Asp Phe Arg Thr Lys 
180 185 190 



Phe Glu Thr Glu Gin Ala Leu Arg Met Ser Val Glu Ala Asp He Asn 
195 200 205 



Gly Leu Arg Arg Val Leu Asp Glu Leu Thr Leu Ala Arg Thr Asp Leu 
210 215 220 



Glu Met Gin He Glu Gly Leu Lys Glu Glu Leu Ala Tyr Leu Lys Lys 
225 230 235 240 



Asn His Glu Glu Glu He Ser Thr Leu Arg Gly Gin -Val Gly Gly Gin 
245 250 255 



Val Ser Val Glu Val Asp Ser Ala Pro Gly Thr Asp Leu Ala Lys He 
260 265 270 



Leu Ser Asp Met Arg Ser Gin Tyr Glu Val Met Ala Glu Gin Asn Arg 
275 280 285 
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Lys Asp Ala Glu Ala Trp Phe Thr Ser Arg Leu Lys He Asp Gly Xaa 
290 295 300 



Xaa Ala His Xaa Xaa Pro Lys Xaa Xaa Arg Xaa Xaa Xaa Ala Pro Arg 
305 310 315 320 



Leu Arg Gly Ala His Arg Ala Val Thr Pro Lys Gly Val Ala Ser He 
325 330 335 



Arg Arg 



<210> 158 

<211> 266 

<212> PRT 

<213> Homo sapien 

<400> 158 

Met Leu Arg Lys Leu Cys Leu Ala Ala Thr He Ser Phe Glu Arg Phe 
1 5 10 15 



Glu Thr Glu Gin Ala Leu Arg Met Ser Val Glu Ala Asp He Asn Gly 
20 25 30 



Leu Arg Arg Val Leu Asp Glu Leu Thr Leu Ala Arg Thr Asp Leu Glu 
35 40 45 



Met Gin He Glu Gly Leu Lys Glu Glu Leu Ala Tyr Leu Lys Lys Asn 
50 55 60 



His Glu Glu Glu He Ser Thr Leu Arg Gly Gin Val Gly Gly Gin Val 
65 70 75 80 



Ser Val Glu Val Asp Ser Ala Pro Gly Thr Asp Leu Ala Lys He Leu 
85 90 95 



Ser Asp Met Arg Ser Gin Tyr Glu Val Met Ala Glu Gin Asn Arg Lys 
100 105 110 



Asp Ala Glu Ala Trp Phe Thr Ser Arg Thr Glu Glu Leu Asn Arg Glu 
115 120 125 



Val Ala" Gly* His' Thr Glu Gin Leu Gin Met* Ser Arg Ser Glu Val Thr 
130 135 140 



Asp Leu Arg Arg Thr Leu Gin Gly Leu Glu He Glu Leu Gin Ser Gin 
145 150 155 160 
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Leu Ser Met Lys Ala Ala Leu Glu Asp Thr Leu Ala Glu Thr Glu Ala 
165 170 175 



Arg Phe Gly Ala Gin Leu Ala His lie Gin Ala Leu lie Ser Gly lie 
180 185 190 



Glu Ala Gin Leu Gly Asp Val Arg Ala Asp Ser Glu Arg Gin Asn Gin 
195 200 205 



Glu Tyr His Thr Ser Gly Ser Trp Thr Ser Ser Arg Gly Trp Ser Arg 
210 215 "~ 220 

Arg Leu Pro Pro Thr Ala Ala Cys Ser Arg Asp Arg Lys lie Thr Thr 
225 230 235 240 

Thr He Cys Leu Pro Pro Arg Ser Ser Glu Ala Ala Gly Ser Gly Ala 
245 250 255 



Ser Ala Val Leu Trp Arg Val Ser Ser Gly 
260 265 



<210> 159 

<211> 263 

<212> PRT 

<213> Homo sapien 

<400> 159 

Pro Pro Tyr Gly Leu Leu Asn Ser Gly Glu Val Gly Lys Ser Ser Glu 
1 5 10 15 



Met Leu Arg Lys Leu Cys Leu Ala Ala Thr He Ser Phe Glu Arg Phe 
20 25 30 



Glu Thr Glu Gin Ala Leu Arg Met Ser Val Glu Ala Asp He Asn Gly 
35 40 45 



Leu Arg Arg Val Leu Asp Glu Leu Thr Leu Ala Arg Thr Asp Leu Glu 
50 55 60 



Met Gin He Glu Gly Leu Lys Glu Glu Leu Ala Tyr Leu Lys Lys Asn 
65 70 75 80 



His Glu Glu Glu He Ser Thr Leu Arg Gly Gin Val Gly Gly Gin Val 
85 90 95 
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Ser Val Glu Val Asp Ser Ala Pro Gly Thr Asp Leu Ala Lys lie Leu 
100 105 110 



Ser Asp Met Arg Ser Gin Tyr Glu Val Met Ala Glu Gin Asn Arg Lys 
115 120 125 



Asp Ala Glu Ala Trp Phe Thr Ser Arg Thr Glu Glu Leu Asn Arg Glu 
130 135 140 



Val Ala Gly His Thr Glu Gin Leu Gin Met Ser Arg Ser Glu Val Thr 
145 150 155 160 



Asp Leu Arg Arg Thr Leu Gin Gly Leu Glu lie Glu Leu Gin Ser Gin 
165 170 175 



Leu Ser Met Lys Ala Ala Leu Glu Asp Thr Leu Ala Glu Thr Glu Ala 
180 185 190 



Arg Phe Gly Ala Gin Leu Ala His lie Gin Ala Leu lie Ser Gly He 
195 200 205 



Glu Ala Gin Leu Gly Asp Val Arg Ala Asp Ser Glu Arg Gin Asn Gin 
210 215 220 



Glu Tyr Gin Arg Leu Met Asp He Lys Ser Arg Leu Glu Gin Glu He 
225 230 235 240 



Ala Thr Tyr Arg Ser Leu Leu Glu Gly Gin Glu Asp His Tyr Asn Asn 
245 250 255 



Leu Ser Ala Ser Lys Val Leu 
260 



<210> 160 

<211> 107 

<212> PRT 

<213> Homo sapien 

<400> 160 

Met Ser Arg Ser Val Ala Leu Ala Val Leu Ala Leu Leu Ser Leu Ser 
15 10 15 



Gly Leu Glu" Ala lie Gin Arg Thr Pro Lys He Gin Val Tyr Ser Arg 
20 25 30 



His Pro Ala Glu Asn Gly Lys Ser Asn Phe Leu Asn Cys Tyr Val Ser 
35 40 45 
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Gly Phe His Pro Ser Asp He Glu Val Asp Leu Leu Lys Asn Gly Glu 
50 55 60 



Arg He Glu Lys Val Glu His Ser Asp Leu Ser Phe Ser Lys Asp Trp 
65 * 70 75 80 



Ser Phe Tyr Leu Leu Tyr Tyr Thr Glu Phe Thr Pro Thr Glu Lys Asp 
85 90 95 



Glu Ser Arg His Val Ser Ser He Met Glu Val 
100 105 



<210> 161 

<211> 41 

<212> PRT 

<213> Homo sapien 

<400> 161 

Met Asp Gly Arg Pro Gly Arg Tyr Tyr Thr Glu Phe Thr Pro Thr Glu 
1 5 10 15 



Lys Asp Glu Tyr Ala Cys Arg Val Asn His Val Thr Leu Ser Gin Pro 
20 25 3 0 



Lys He Val Lys Trp Asp Arg Asp Met 
35 40 



<210> 162 

<211> 47 

<212> PRT 

<213> Homo sapien 

<400> 162 

Ala Ala Ser Trp Arg Phe Glu Asp Ala Ala Phe Gly Leu Asp Glu Phe 
1 5 10 15 



Gin He Leu Leu Ala Cys Phe Leu He Leu He Cys Leu Tyr Thr Tyr 
20 25 30 



Thr Leu Cys Thr Lys Cys Arg Val He He Met Leu Thr Trp Thr 
35 40 45 



<210> 163 

<211> 257 

<212> PRT 

<213> Homo sapien 
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<400> 163 

Met Ser Gly Glu Glu Asn Pro Ala Ser Lys Pro Thr Pro Val Gin Asp 
15 10 15 

Val Gin Gly Asp Gly Arg Trp Met Ser Leu His His Arg Phe Val Ala 
20 25 30 



Asp Ser Lys Asp Lys Glu Pro Glu Val Val Phe lie Gly Asp Ser Leu 
35 40 45 



Val Gin Leu Met His Gin Cys Glu He Trp Arg Glu Leu Phe Ser Pro 
50 55 60 

Leu His Ala Leu Asn Phe Gly He Gly Gly Asp Gly Thr Gin His Val 
65 70 75 80 

Leu Trp Arg Leu Glu Asn Gly Glu Leu Glu His He Arg Pro Lys Val 
85 90 95 

Ser Gly Ala Trp Val Gly Leu Tyr Asn He Phe Trp Leu Pro Pro His 
100 105 HO 

Arg Cys Phe Met Ser Leu Phe Pro Gin He Val Val Val Trp Val Gly 
115 120 125 



Thr Asn Asn His Gly His Thr Ala Glu Gin Val Thr Gly Gly He Lys 
130 135 140 

Ala He Val Gin Leu Val Asn Glu Arg Gin Pro Gin Ala Arg Val Val 
145 150 155 160 

Val Leu Gly Leu Leu Pro Arg Gly Gin His Pro Asn Pro Leu Arg Glu 
165 170 175 

Lys Asn Arg Gin Val Asn Glu Leu Val Arg Ala Ala Leu Ala Gly His 
180 185 190 



Pro Arg Ala His Phe Leu Asp Ala Asp Pro Gly Phe Val His Ser Asp 
195 200 205 



Gly Thr He Ser His His Asp Met Tyr Asp Tyr Leu His Leu Ser Arg 
210 215 220 



Leu Gly Tyr Thr Pro Val Cys Arg Ala Leu His Ser Leu Leu Leu Arg 
225 230 235 240 
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Leu Leu Ala Gin Asp Gin Gly Gin Gly Ala Pro Leu Leu Glu Pro Ala 
245 250 255 



Pro 



<210> 164 

<211> 292 

<212> PRT 

<213> Homo sapien 

<400> 164 

Met Ala Ala Thr Ser Leu Met Ser Ala Leu Ala Ala Arg Leu Leu Gin 
15 10 15 

Pro Ala His Ser Cys Ser Leu Arg Leu Arg Pro Phe His Leu Ala Ala 
20 25 30 

Val Arg Asn Glu Ala Val Val He Ser Gly Arg Lys Leu Ala Gin Gin 
35 40 45 



He Lys Gin Glu Val Arg Gin Glu Val Glu Glu Trp Val Ala Ser Gly 
50 55 60 

Asn Lys Arg Pro His Leu Ser Val He Leu Val Gly Glu Asn Pro Ala 
65 70 75 80 

Ser His Ser Tyr Val Leu Asn Lys Thr Arg Ala Ala Ala Val Val Gly 
85 90 95 



He Asn Ser Glu Thr He Met Lys Pro Ala Ser He Ser Glu Glu Glu 
100 105 HO 



Leu Leu Asn Leu He Asn Lys Leu Asn Asn Asp Asp Asn Val Asp Gly 
115 120 125 



Leu Leu Val Gin Leu Pro Leu Pro Glu His He Asp Glu Arg Arg He 
130 135 140 



Cys Asn Ala Val Ser Pro Asp Lys Asp Val Asp Gly Phe His Val He 
145 150 155 160 



Asn Val Gly Arg Met Cys Leu Asp Gin Tyr Ser Met Leu Pro Ala Thr 
165 170 175 



Pro Trp Gly Val Trp Glu He He Lys Arg Thr Gly He Pro Thr Leu 
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180 185 190 



Gly Lys Asn Val Val Val Ala Gly Arg Ser Lys Asn Val Gly Met Pro 
195 200 205 



lie Ala Met Leu Leu His Thr Asp Gly Ala His Glu Arg Pro Gly Gly 
210 215 220 



Asp Ala Thr Val Thr lie Ser His Arg Tyr Thr Pro Lys Glu Gin Leu 
225 230 235 240 



Lys Lys His Thr lie Leu Ala Asp He Val He Ser Ala Ala Gly Met 
245 250 255 



Ser Leu Gin Leu Leu Phe Gin Ser He He Asp Glu Arg* Arg He Cys 
260 265 270 



Asn Ala Val Ser Pro Asp Lys Asp Val Asp Gly Phe His Val He Thr 
275 280 285 



Val Gly Arg Met 
290 



<210> 165 

<211> 307 

<212> PRT 

<213> Homo sapien 

<400> 165 

Tyr Asn Arg Val Ala Arg Ala Arg Ala Ser Leu Pro Ala Gin Ser Pro 
15 10 15 



Ala Arg Ser Met Ala Ala Thr Ser Leu Met Ser Ala Leu Ala Ala Arg 
20 25 30 



Leu Leu Gin Pro Ala His Ser Cys Ser Leu Arg Leu Arg Pro Phe His 
35 40 45 



Leu Ala Ala Val Arg Asn Glu Ala Val Val He Ser Gly Arg Lys Leu 
50 55 60 



Ala Gin Gin He Lys Gin Glu Val Arg Gin Glu Val Glu Glu Trp Val 
65 ' 70 75 80 



Ala Ser Gly Asn Lys Arg Pro His Leu Ser Val He Leu Val Gly Glu 
85 90 95 
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Asn Pro Ala Ser His Ser Tyr Val Leu Asn Lys Thr Arg Ala Ala Ala 
100 105 110 



Val Val Gly lie Asn Ser Glu Thr lie Met Lys Pro Ala Ser lie Ser 
115 120 125 



Glu Glu Glu Leu Leu Asn Leu lie Asn Lys Leu Asn Asn Asp Asp Asn 
130 135 140 

Val Asp Gly Leu Leu Val Gin Leu Pro Leu Pro Glu His lie Asp Glu 
145 150 155 160 

Arg Arg He Cys Asn Ala Val Ser Pro Asp Lys Asp Val Asp Gly Phe 
165 170 175 



His Val He Asn Val Gly Arg Met Cys Leu Asp Gin Tyr Ser Met Leu 
180 185 190 



Pro Ala Thr Pro Trp Gly Val Trp Glu He He Lys Arg Thr Gly He 
195 200 205 



Pro Thr Leu Gly Lys Asn Val Val Val Ala Gly Arg Ser Lys Asn Val 
210 215 220 



Gly Met Pro He Ala Met Leu Leu His Thr Asp Gly Ala His Glu Arg 
225 230 235 240 



Pro Gly Gly Asp Ala Thr Val Thr He Ser His Arg Tyr Thr Pro Lys 
245 250 255 



Glu Gin Leu Lys Lys His Thr He Leu Ala Asp He Val He Ser Ala 
260 265 270 



Ala Gly Met Ser Leu Gin Leu Leu Phe Gin Ser He Leu Met Arg Glu 
275 280 285 



Gly Ser Ala Met Leu Phe Leu Gin Thr Arg Met Leu Met Ala Phe Met 
290 295 300 



Leu Leu Leu 
305 



<210> 166 

<211> 207 

<212> PRT 

<213> Homo sapien 
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<400> 166 



Met Asp Arg Gly Glu Gin Gly Leu Leu Arg Thr Asp Pro Val Pro Glu 
15 10 15 



Glu Gly Glu Asp Val Ala Ala Thr lie Ser Ala Thr Glu Thr Leu Ser 
20 25 30 



Glu Glu Glu Gin Glu Glu Leu Arg Arg Glu Leu Ala Lys Val Glu Glu 
35 40 45 



Glu He Gin Thr Leu Ser Gin Val Leu Ala Ala Lys Glu Lys His Leu 
50 55 60 



Ala Glu He Lys Arg Lys Leu Gly He Asn Ser Leu Gin Glu Leu Lys 
65 70 75 80 



Gin Asn He Ala Lys Gly Trp Gin Asp Val Thr Ala Thr Ser Ala Tyr 
85 90 95 



Lys Lys Thr Ser Glu Thr Leu Ser Gin Ala Gly Gin Lys Ala Ser Ala 
100 105 HO 



Ala Phe Ser Ser Val Gly Ser Val He Thr Lys Lys Leu Glu Asp Val 
115 120 125 



Lys Leu Gin Ala Phe Ser His Ser Phe Ser He Arg Ser He Gin His 
130 135 140 



Ser He Ser Met Pro Ala Met Arg Asn Ser Pro Thr Phe Lys Ser Phe 
145 150 155 160 



Glu Glu Lys Val Glu Asn Leu Lys Ser Lys Val Gly Gly Thr Lys Pro 
165 170 175 



Ala Gly Gly Asp Phe Gly Glu Val Leu Asn Ser Ala Ala Asn Ala Ser 
180 185 190 



Ala Thr Thr Thr Glu Pro Leu Pro Glu Lys Thr Gin Glu Ser Leu 
195 200 205 



<210> 167 

<211> 81 

<212> PRT 

<213> Homo sapien 



<400> 167 
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Ser Leu Leu Gly Arg Arg Arg Lys Leu His Leu Pro Asp Pro Asp Leu 
1 5 10 15 

Ala Ser Trp Gly Pro Gly Arg Ser Gly Ser Gly Gly Gly Arg Trp Asp 
20 25 30 



Cys Met Cys Glu Cys Glu Cys Ala Cys Val Gly Glu Arg Glu Arg Arg 
35 40 45 

Phe Trp Glu Val Ala Lys Gly Leu Ala Ser Gly Ala Gly Gly Arg Asp 
50 55 60 

Ala Leu Trp Val Glu Ser Arg Val Lys Gly Ala Arg Arg Ser Gin Leu 
65 70 75 80 



Leu 



<210> 168 

<211> 154 

<212> PRT 

<213> Homo sapien 

<400> 168 

Val Ala Leu Val Pro Pro Gly Leu Leu Arg Thr Asp Pro Val Pro Glu 
15 10 15 



Glu Gly Glu Asp Val Ala Ala Thr He Ser Ala Thr Glu Thr Leu Ser 
20 25 30 



Glu Glu Glu Gin Glu Glu Leu Arg Arg Glu Leu Ala Lys Val Glu Glu 
35 40 45 

Glu He Gin Thr Leu Ser Gin Val Leu Ala Ala Lys Glu Lys His Leu 
50 55 60 

Ala Glu He Lys Arg Lys Leu Gly He Asn Ser Leu Gin Glu Leu Lys 
65 70 75 80 



Gin Asn He Ala Lys Gly Trp Gin Asp Val Thr Ala Thr Ser Ala Tyr 
85 90 95 



Lys Lys Thr Ser Glu Thr Leu Ser Gin Ala Gly Gin LyB Ala Ser Ala 
100 105 HO 



Ala Phe Ser Ser Val Gly Ser Val He Thr Lys Lys Leu Glu Asp Val 
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115 120 125 

Lys Asn Ser Pro Thr Phe Lys Ser Phe Glu Glu Lys Val Glu Asn Leu 
130 135 140 



Lys Ala Ser Arg Glu Met Asn Arg Val Phe 
145 150 



<210> 169 

<211> 178 

<212> PRT 

<213> Homo sapien 

<400> 169 

Gly Gly Trp Val Thr Pro Gin Glu Ser Ala Pro Gly Arg Gly Arg Ala 
15 10 15 

Ala Pro Pro Arg Pro Thr Pro Leu Gly Val Gly Thr Ser Arg Glu Ser 
20 25 30 

Pro Ala Glu Ala Arg Arg Ser Ser Ala Arg Arg Gly Gly Arg Ser Glu 
35 40 45 

Pro Gly Arg Ala Ala Gly Gly Gly Ala Ala Glu Asp Thr Arg Arg Arg 
50 55 60 

Ala Gly Asp Met Asp Arg Gly Glu Gin Gly Leu Leu Arg Thr Asp Pro 
65 70 75 80 

Val Pro Glu Glu Gly Glu Asp Val Ala Ala Thr He Ser Ala Thr Glu 
85 90 95 



Thr Leu Ser Glu Glu Glu Gin Glu Glu Leu Arg Arg Glu Leu Ala Lys 

100 105 110 

Val Glu Glu Glu He Gin Thr Leu Ser Gin Val Leu Ala Ala Lys Glu 

115 120 125 

Lys His Leu Ala Glu He Lys Arg Lys Leu Gly He Asn Ser Leu Gin 

130 135 140 

Glu Leu Lys Gin Asn He Ala Ly S Gly Trp Gin Asp Val Thr Ala Thr 

145 " " 150 155 " 160 



Ser Ala Arg Ser Lys Leu Leu Ala Ala Glu Thr Glu Leu Leu Cys Leu 
165 170 175 
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Leu Tyr 



<210> 170 

<211> 138 

<212> PRT 

<213> Homo sapien 



<400> 170 

Met Glu Lys Leu Ala Ala Ser Thr Glu Pro Gin Gly Pro Arg Pro Val 
1 5 10 15 

Leu Gly Arg Glu Ser Val Gin Val Pro Asp Asp Gin Asp Phe Arg Ser 
20 25 30 

Phe Arg Ser Glu Cys Glu Ala Glu Val Gly Trp Asn Leu Thr Tyr Ser 
35 40 45 

Arg Ala Gly Val Ser Val Trp Val Gin Ala Val Glu Met Asp Arg Thr 
50 " 55 60 

Leu His Lys lie Lys Cys Arg Met Glu Cys Cys Asp Val Pro Ala Glu 
65 70 75 80 

Thr Leu Tyr Asp Val Leu His Asp lie Glu Tyr Arg Lys Lys Trp Asp 
85 90 95 

Ser Asn Val lie Glu Thr Phe Asp lie Ala Arg Leu Thr Val Asn Ala 
100 105 HO 

Asp Val Gly Tyr Tyr Ser Trp Arg Cys Pro Lys Pro Leu Arg Thr Tyr 
115 120 125 



Glu Val Pro Ser Ser lie Arg Ser Cys Gin 
130 135 



<210> 171 

<211> 187 

<212> PRT 

<213> Homo sapien 

<220> 

<221> MIS COFEATURE 

<*222>- (13) . . (13) ~ - ' 

<223> X=any amino acid 



<220> 

<221> MISC FEATURE 



WO 2004/053075 



PCT/US2003/038739 



160 



<222> (174) . . (174) 
<223> X=any amino acid 



<400> 171 



Tyr lie Gin Ser Cys Ser Val Pro His Arg Phe Ala Xaa Pro Arg Lys 
15 10 15 



Val Ala Ser Ala Ser Ala Ala Ala Ser Thr Leu Ser Glu Pro Pro Arg 
20 25 30 



Arg Thr Gin Glu Ser Arg Thr Arg Thr Arg Ala Leu Gly Leu Pro Thr 
35 40 45 



Leu Pro Met Glu Lys Leu Ala Ala Ser Thr Glu Pro Gin Gly Pro Arg 
50 55 60 

Pro Val Leu Gly Arg Glu Ser Val Gin Val Pro Asp Asp Gin Asp Phe 
65 " 70 75 80 

Arg Ser Phe Arg Ser Glu Cys Glu Ala Glu Val Gly Trp Asn Leu Thr 
85 90 95 



Tyr Ser Arg Ala Gly Val Ser Val Trp Val Gin Ala Val Glu Met Asp 
100 105 HO 



Arg Thr Leu His Lys lie Lys Cys Arg Met Glu Cys Cys Asp Val Pro 
115 120 125 



Ala Glu Thr Leu Tyr Asp Val Leu His Asp He Glu Tyr Arg Lys Lys 
130 135 140 

Trp Asp Ser Asn Val He Glu Thr Phe Asp He Ala Arg Leu Thr Val 
145 150 , 155 160 

Asn Ala Asp Val Gly Tyr Tyr Ser Trp Ser Val Pro Ser Xaa Cys Glu 
165 170 175 



Pro Met Arg Tyr Arg Ala Arg Phe Asp His Val 
180 185 



<210> 172 

<2li> 20l" 

<212> PRT 

<213> Homo sapien 



<400> 172 
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Met Glu Lys Leu Ala Ala Ser Thr Glu Pro Gin Gly Pro Arg Pro Val 
15 10 15 



Leu Gly Arg Glu Ser Val Gin Val Pro Asp Asp Gin Asp Phe Arg Ser 
20 25 30 



Phe Arg Ser Glu Cys Glu Ala Glu Val Gly Trp Asn Leu Thr Tyr Ser 
35 40 45 



Arg Ala Gly Val Ser Val Trp Val Gin Ala Val Glu Met Asp Arg Thr 
50 55 60 



Leu His Lys lie Lys Cys Arg Met Glu Cys Cys Asp Val Pro Ala Glu 
65 70 75 80 



Thr Leu Tyr Asp Val Leu His Asp lie Glu Tyr Arg Lys Lys Trp Asp 
85 90 95 



Ser Asn Val lie Glu Thr Phe Asp He Ala Arg Leu Thr Val Asn Ala 
100 105 110 



Asp Val Gly Tyr Tyr Ser Trp Arg Cys Pro Lys Pro Leu Lys Asn Arg 
115 120 125 



Asp Val He Thr Leu Arg Ser Trp Leu Pro Met Gly Ala Asp Tyr He 
130 135 140 



He Met Asn Tyr Ser Val Lys His Pro Lys Tyr Pro Pro Arg Lys Asp 
145 150 155 160 



Leu Val Arg Ala Val Ser He Gin Thr Gly Tyr Leu He Gin Ser Thr 
165 170 175 



Gly Pro Lys Ser Cys Val He Thr Tyr Leu Gly Pro Gly Gly Pro Gin 
180 185 190 



Arg Leu Leu Thr Gin Val Gly Gly Glu 
195 200 



<210> 173 
<211> 387 
<212> PRT 
<*2i3> * Homo sapieh 

<400> 173 



Gin Pro Gly Lys Ser Arg Ala Ala Ala Ala Glu Pro Pro Ser Pro Arg 
15 10 15 
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Ala Pro Ser Leu Ala Gly Arg Gly Ala Arg Gly Trp Gly Pro Gly Arg 
20 25 30 

Gly Arg Ala Ala Gly Pro Thr Ala Pro Pro Thr Arg Ala Pro Ala Arg 
35 40 45 



Pro Arg Val Ser Arg Ala Ala Ala Ala Ala Ala Leu Ala Pro Arg Pro 
50 55 60 

Arg Arg Ala Pro Ala Glu Arg Arg Ala Lys Val Pro Gly Arg Trp Arg 
65 ~ 70 75 80 

Gin His Leu Gin Pro Arg Arg Arg Cys Arg Ser Leu Pro Thr Leu Pro 
85 90 95 



Met Glu Lys Leu Ala Ala Ser Thr Glu Pro Gin Gly Pro Arg Pro Val 
100 105 HO 



Leu Gly Arg Glu Ser Val Gin Val Pro Asp Asp Gin Asp Phe Arg Ser 
115 120 125 



Phe Arg Ser Glu Cys Glu Ala Glu Val Gly Trp Asn Leu Thr Tyr Ser 
130 135 140 

Arg Ala Gly Val Ser Val Trp Val Gin Ala Val Glu Met Asp Arg Thr 
145 150 155 160 

Leu His Lys lie Lys Cys Arg Met Glu Cys Cys Asp Val Pro Ala Glu 
165 170 175 



Thr Leu Tyr Asp Val Leu His Asp He Glu Tyr Arg Lys Lys Trp Asp 
180 185 190 



Ser Asn Val He Glu Thr Phe Asp He Ala Arg Leu Thr Val Asn Ala 
195 200 205 



Asp Val Gly Tyr Tyr Ser Trp Arg Cys Pro Lys Pro Leu Lys Asn Arg 
210 215 220 



Asp Val lie Thr Leu Arg Ser Trp Leu Pro Met Gly Ala Asp Tyr He 
225 230 235 ~ 240 



He Met Asn Tyr Ser Val Lys His Pro Lys Tyr Pro Pro Arg Lys Asp 
245 250 255 
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Leu Val Arg Ala Val Ser lie Gin Thr Gly Tyr Leu lie Gin Ser Thr 
260 265 270 



Gly Pro Lys Ser Cys Val lie Thr Tyr Leu Ala Gin Val Asp Pro Lys 
275 280 285 



Gly Ser Leu Pro Lys Trp Val Val Asn Lys Ser Ser Gin Phe Leu Ala 
290 295 300 



Pro Lys Ala Met Lys Lys Met Tyr Lys Ala Cys Leu Lys Tyr Pro Glu 
305 310 315 320 



Trp Lys Gin Lys His Leu Pro His Phe Lys Pro Trp Leu His Pro Glu 
325 330 335 



Gin Ser Pro Leu Pro Ser Leu Ala Leu Ser Glu Leu Ser Val Gin His 
340 345 350 



Ala Asp Ser Leu Glu Asn lie Asp Glu Ser Ala Val Ala Glu Ser Arg 
355 360 365 



Glu Glu Arg Met Gly Gly Ala Gly Gly Glu Gly Ser Asp Asp Asp Thr 
370 375 380 



Ser Leu Thr 
385 



<210> 174 

<211> 224 

<212> PRT 

<213> Homo sapien 

<400> 174 

Met Val Pro Gly Arg Trp Arg Gin His Leu Gin Pro Arg Arg Arg Cys 
15 10 15 



Arg Ser Leu Pro Thr Leu Pro Met Glu Lys Leu Ala Ala Ser Thr Glu 
20 25 30 



Pro Gin Gly Pro Arg Pro Val Leu Gly Arg Glu Ser Val Gin Val Pro 
35 40 45 



Asp Asp Gin Asp Phe Arg Ser Phe Arg Ser Glu Cys Glu Ala Glu Val 
50 55 60 



Gly Trp Asn Leu Thr Tyr Ser Arg Ala Gly Val Ser Val Trp Val Gin 
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65 70 75 80 



Ala Val Glu Met Asp Arg Thr Leu His Lys lie Lys Cys Arg Met Glu 
85 90 95 



Cys Cys Asp Val Pro Ala Glu Thr Leu Tyr Asp Val Leu His Asp lie 
100 105 110 



Glu Tyr Arg Lys Lys Trp Asp Ser Asn Val lie Glu Thr Phe Asp lie 
115 120 125 



Ala Arg Leu Thr Val Asn Ala Asp Val Gly Tyr Tyr Ser Trp Arg Cys 
130 135 140 



Pro Lys Pro Leu Lys Asn Arg Asp Val lie Thr Leu Arg Ser Trp Leu 
145 150 155 160 



Pro Met Gly Ala Asp Tyr He He Met Asn Tyr Ser Val Lys His Pro 
165 170 175 



Lys Tyr Pro Pro Arg Lys Asp Leu Val Arg Ala Val Ser He Gin Thr 
180 185 190 



Gly Tyr Leu He Gin Ser Thr Gly Pro Lys Ser Cys Val He Thr Tyr 
195 200 205 



Leu Gly Pro Gly Gly Pro Gin Arg Leu Leu Thr Gin Val Gly Gly Glu 
210 215 220 



<210> 175 

<211> 314 

<212> PRT 

<213> Homo sapien 

<400> 175 

Met Val Pro Gly Arg Trp Arg Gin His Leu Gin Pro Arg Arg Arg Cys 
15 10 15 



Arg Ser Leu Pro Thr Leu Pro Met Glu Lys Leu Ala Ala Ser Thr Glu 
20 25 30 



Pro Gin Gly Pro Arg Pro Val Leu Gly Arg Glu Ser Val Gin Val Pro 

35 4*0 ~ ' ■ " " 45 ' 



Asp Asp Gin Asp Phe Arg Ser Phe Arg Ser Glu Cys Glu Ala Glu Val 
50 55 60 
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Gly Trp Asn Leu Thr Tyr Ser Arg Ala Gly Val Ser Val Trp Val Gin 
65 * 70 75 80 

Ala Val Glu Met Asp Arg Thr Leu His Lys lie Lys Cys Arg Met Glu 
85 90 95 



Cys Cys Asp Val Pro Ala Glu Thr Leu Tyr Asp Val Leu His Asp lie 
100 105 110 



Glu Tyr Arg Lys Lys Trp Asp Ser Asn Val lie Glu Thr Phe Asp lie 
115 120 125 



Ala Arg Leu Thr Val Asn Ala Asp Val Gly Tyr Tyr Ser Trp Arg Cys 
130 135 140 



Pro Lys Pro Leu Lys Asn Arg Asp Val lie Thr Leu Arg Ser Trp Leu 
145 150 155 160 



Pro Met Gly Ala Asp Tyr lie lie Met Asn Tyr Ser Val Lys His Pro 
165 170 175 



Lys Tyr Pro Pro Arg Lys Asp Leu Val Arg Ala Val Ser He Gin Thr 
180 185 190 



Gly Tyr Leu He Gin Ser Thr Gly Pro Lys Ser Cys Val He Thr Tyr 
195 200 205 



Leu Ala Gin Val Asp Pro Lys Gly Ser Leu Pro Lys Trp Val Val Asn 
210 215 220 



Lys Ser Ser Gin Phe Leu Ala Pro Lys Ala Met Lys Lys Met Tyr Lys 
225 230 235 240 

Ala Cys Leu Lys Tyr Pro Glu Trp Lys Gin Lys His Leu Pro His Phe 
245 250 255 



Lys Pro Trp Leu His Pro Glu Gin Ser Pro Leu Pro Ser Leu Ala Leu 
260 265 270 



Ser Glu Leu Ser Val Gin His Ala Asp Ser Leu Glu Asn He Asp Glu 
275 280 285 



Ser Ala Val Ala Glu Ser Arg Glu Glu Arg Met Gly Gly Ala Gly Gly 
290 295 300 
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Glu Gly Ser Asp Asp Asp Thr Ser Leu Thr 
305 310 



<210> 176 

<211> 341 

<212> PRT 

<213> Homo sapien 

<400> 176 

Met Glu Lys Leu Ala Ala Ser Thr Glu Pro Gin Gly Pro Arg Pro Val 
15 10 15 



Leu Gly Arg Glu Ser Val Gin Val Pro Asp Asp Gin Asp Phe Arg Ser 
20 25 30 



Phe Arg Ser Glu Cys Glu Ala Glu Val Gly Trp Asn Leu Thr Tyr Ser 
35 40 45 



Arg Ala Gly Val Ser Val Trp Val Gin Ala Val Glu Met Asp Arg Thr 
50 55 60 



Leu His Lys He Lys Cys Arg Met Glu Cys Cys Asp Val Pro Ala Glu 
65 70 75 80 



Thr Leu Tyr Asp Val Leu His Asp He Glu Tyr Arg Lys Lys Trp Asp 
85 90 95 



Ser Asn Val He Glu Thr Phe Asp He Ala Arg Leu Thr Val Asn Ala 
100 105 110 



Asp Val Gly Tyr Tyr Ser Trp Arg Cys Pro Lys Pro Leu Lys Asn Arg 
115 120 125 



Asp Val He Thr Leu Arg Ser Trp Leu Pro Met Gly Ala Asp Tyr He 
130 135 14 0 



He Met Asn Tyr Ser Val Lys His Pro Lys Tyr Pro Pro Arg Lys Asp 
145 150 155 160 



Leu Val Arg Ala Val Ser He Gin Thr Gly Tyr Leu He Gin Ser Thr 
165 170 175 



Gly'Pro Lys Ser Cys Val He Thr Tyr Leu Gly Pro Gly Gly Pro Gin 
180 185 190 



Ser Ser Leu Pro Lys Trp Val Val Arg Leu Leu Pro Arg Cys Pro Ala 
195 200 205 
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Pro Arg Met Arg Leu Leu Val Leu Leu Trp Gly Cys Leu Leu Leu Pro 
210 215 220 



Gly Tyr Glu Ala Leu Glu Gly Pro Glu Glu lie Ser Gly Phe Glu Gly 
225 230 235 240 



Asp Thr Val Ser Leu Gin Cys Thr Tyr Arg Glu Glu Leu Arg Asp His 
245 250 255 



Arg Lys Tyr Trp Cys Arg Lys Gly Gly lie Leu Phe Ser Arg Cys Ser 
260 265 270 



Gly Thr lie Tyr Ala Glu Glu Glu Gly Gin Glu Thr Met Lys Gly Arg 
275 280 285 



Val Ser lie Arg Asp Ser Arg Gin Glu Leu Ser Leu lie Val Thr Leu 
290 295 300 



Trp Asn Leu Thr Leu Gin Asp Ala Gly Glu Tyr Trp Cys Gly Val Glu 
305 310 315 320 



Lys Arg Gly Pro Asp Glu Ser Leu Leu lie Ser Leu Leu Val Ser Pro 
325 330 335 



Pro Ser Pro Gly Leu 
340 



<210> 177 

<211> 312 

<212> PRT 

<213> Homo sapien 

<400> 177 

Gly Gly Ser Gly Glu Phe Trp Arg Lys Arg Arg Val Leu Leu Glu Leu 
1 5 10 15 



Tyr Arg Pro Cys Phe Ser Gly Pro Arg Lys Val Ala Ser Ala Ser Ala 
20 25 30 



Ala Ala Ser Thr Leu Ser Glu Pro Pro Arg Arg Thr Gin Glu Ser Arg 
35 40 45 



Thr Arg Thr Arg Ala Leu Gly Leu Pro Thr Leu Pro Met Glu Lys Leu 
50 55 60 
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Ala Ala Ser Thr Glu Pro Gin Gly Pro Arg Pro Val Leu Gly Arg Glu 
65 70 75 80 



Ser Val Gin Val Pro Asp Asp Gin Asp Phe Arg Ser Phe Arg Ser Glu 
85 90 95 



Cys Glu Ala Glu Val Gly Trp Asn Leu Thr Tyr Ser Arg Ala Gly Val 
100 105 110 



Ser Val Trp Val Gin Ala Val Glu Met Asp Arg Thr Leu His Lys lie 
115 120 125 



Lys Cys Arg Met Glu Cys Cys Asp Val Pro Ala Glu Thr Leu Tyr Asp 
130 135 140 



Val Leu His Asp lie Glu Tyr Arg Lys Lys Trp Asp Ser Asn Val lie 
145 150 155 160 



Glu Thr Phe Asp lie Ala Arg Leu Thr Val Asn Ala Asp Val Gly Tyr 
165 170 175 



Tyr Ser Trp Arg Cys Pro Lys Pro Leu Lys Asn Arg Asp Val lie Thr 
180 ^ 185 190 



Leu Arg Ser Trp Leu Pro Met Gly Ala Asp Tyr lie He Met Asn Tyr 
195 200 205 



Ser Val Lys His Pro Lys Tyr Pro Pro Arg Lys Asp Leu Val Arg Ala 
210 215 220 



Val Ser He Gin Thr Gly Tyr Leu He Gin Ser Thr Gly Pro Lys Ser 
225 230 235 240 



Cys Val lie Thr Tyr Leu Ala Gin Val Asp Pro Lys Ala Pro Tyr Pro 
245 250 255 



Ser Gly Trp Cys Val Cys Ser His Gly Val Gin Arg Pro Glu Cys Gly 
260 265 270 



Phe Trp Ser Cys Tyr Gly Val Ala Cys Cys Ser Gin Val Met Lys Pro 
275 280 285 



Trp Arg Ala Gin Arg Lys Ser Ala Gly Ser Lys Gly Thr Leu Cys Pro 
290 295 300 



Cys Ser Ala Pro Thr Gly Lys Ser 
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305 310 



<210> 178 

<211> 165 

<212> PRT 

<213> Homo sapien 

<400> 178 

Met Ser Tyr Tyr Gin Leu Trp Ala Asp Lys Ser Tyr Ser Tyr Leu Gly 
1 5 10 15 



Asn Lys Ser Tyr Ser Ser Leu Gly Asn Lys Ser Tyr Ser Ser Leu Gly 
20 25 30 



Asn Lys Ser Tyr Ser Ser Leu Gly Asn Lys Ser Tyr Ser Ser Leu Gly 
35 40 45 



Asn Glu Gly Pro Arg Ala Ala Ser Ser Pro Thr Trp Ala Gin Val Asp 
50 55 60 



Pro Lys Gly Ser Leu Pro Lys Trp Val Val Asn Lys Ser Ser Gin Phe 
65 ** 70 75 80 



Leu Ala Pro Lys Ala Met Lys Lys Met Tyr Lys Ala Cys Leu Lys Tyr 
85 90 95 



Pro Glu Trp Lys Gin Lys His Leu Pro His Phe Lys Pro Trp Leu His 
100 105 110 



Pro Glu Gin Ser Pro Leu Pro Ser Leu Ala Leu Ser Glu Leu Ser Val 
115 120 125 



Gin His Ala Asp Ser Leu Glu Asn He Asp Glu Ser Ala Val Ala Glu 
130 135 140 



Ser Arg Glu Glu Arg Met Gly Gly Ala Gly Gly Glu Gly Ser Asp Asp 
145 • 150 155 160 



Asp Thr Ser Leu Thr 
165 



<210> 179 

<211> 15.5. 

<212> PRT 

<213> Homo sapien 



<400> 179 
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Glu Leu Leu Leu Ala Trp Ala lie Arg Ala Thr Pro Ala Trp Ala He 
15 10 15 



Arg Ala Thr Pro Ala Trp Ala He Arg Ala Thr Pro Ala Trp Ala He 
20 25 30 



Arg Ala Thr Pro Ala Trp Ala He Arg Pro Lys Ser Cys Val He Thr 
35 40 45 



Tyr Leu Ala Gin Val Asp Pro Lys Gly Ser Leu Pro Lys Trp Val Val 
50 55 60 



Asn Lys Ser Ser Gin Phe Leu Ala Pro Lys Ala Met Lys Lys Met Tyr 
65 * 70 75 80 



Lys Ala Cys Leu Lys Tyr Pro Glu Trp Lys Gin Lys His Leu Pro His 
85 90 95 



Phe Lys Pro Trp Leu His Pro Glu Gin Ser Pro Leu Pro Ser Leu Ala 
100 105 110 



Leu Ser Glu Leu Ser Val Gin His Ala Asp Ser Leu Glu Asn He Asp 
115 120 125 



Glu Ser Ala Val Ala Glu Ser Arg Glu Glu Arg Met Gly Gly Ala Gly 
130 135 140 



Gly Glu Gly Ser Asp Asp Asp Thr Ser Leu Thr 
145 150 155 



<210> 180 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Synthetic 
<400> 180 

cttgtgacag ccacgacttt g 



<210> 181 
<211> 19 
<212> DNA 



< 2 1 3 > Ar t if i c i al " s equence 
<220> 

<223 > Synthetic 



<400> 181 



i 
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gcatccagcc aggcttctc 19 



<210> 182 

<211> 29 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 182 

tttgttgtta atgtaattag agacaccag 



29 



